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KLF14 expression in

adipose biopsies
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Relative intracellular TAG

o e o o = =
(¥)

0

o N Y [e)} o] o
Control _
KLF14- ¢ M-
shRNA

Rate of glucose uptake/fmol/cell/min

o o = = g N

o 6, o w o (6,
Control =
KLF14- B
shRNA

nmol glucose/2h1/107 cells?

0

v o (%]
| |

L0¢

ote
—

3lewa4

3leN
|

TT1

00 mm 11 ==

€00=d

¢00=d

=d

T000

67'0=d

Q

9]
The average pair-wise fold changes between
control and KLF14 shRNA (KLF14 shRNA/control)
O O O O O R Rk Rk Rk KB N N
O N P o O N B O 0 O N
KLF14 day 1 _ . .
ceora day 14 [N — ¢
o
LEP day 14 -—< . . s
GLUT4 day14F—‘ < *
(on
()
Doubling time (days)
o [ = N N w w
o " o " o " o "
Control
el
1
o
o
N
KLF14-
shRNA




