
Table 5 Unique multilocus genotypes for each of the six clonal isolates
	
	Locusa

	Clonal isolate
	Fh_1
	Fh_2*
	Fh_3
	Fh_4*
	Fh_5*
	Fh_6*
	Fh_7
	Fh_8
	Fh_9
	Fh_10
	Fh_11*
	Fh_12
	Fh_13
	Fh_14
	Fh_15

	FhLivR1
	08/10
	08/47
	07/08
	18/20
	31/31
	33/36
	13/13
	11/16
	07/07
	09/11
	08/08
	07/10
	08/11
	11/19
	14/14

	FhLivR2
	08/08
	08/45
	08/08
	16/18
	24/24
	14/33
	11/11
	11/16
	06/07
	09/15
	07/14
	10/15
	08/11
	17/18
	09/14

	FhLivR3
	11/11
	14/19
	07/08
	16/20
	27/32
	30/32
	11/12
	12/12
	07/07
	09/11
	11/12
	15/16
	08/08
	18/18
	09/14

	FhLivS1
	08/08
	18/19
	07/09
	18/23
	24/32
	31/33
	12/12
	14/14
	06/07
	10/16
	12/15
	10/10
	08/08
	08/08
	09/14

	FhLivS2
	06/06
	08/08
	07/08
	14/20
	27/31
	14/16
	12/12
	11/19
	06/07
	06/11
	08/15
	10/10
	08/16
	17/19
	14/14

	FhLivS3
	10/16
	14/15
	07/08
	16/19
	27/30
	16/29
	13/13
	12/12
	07/07
	11/14
	13/13
	05/10
	08/11
	08/08
	09/14


a Alleles are identified by the number of microsatellite repeats. The two alleles of each genotype are separated by a /. *Loci where unique genotypes were recorded for each isolate.
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