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13 novel loci p < 5 × 10-8

M
od

el
s

Sa
m

pl
es

M
od

el
Sa

m
pl

es

Interaction Model (1df, Joint 2df):  Y = β0 + βCC + βE E + βG SNP + βGE E × SNP

M
od

el
Sa

m
pl

es

Analyses for 3 traits (HDL, LDL, Triglycerides) × 2 exposures (current/non-smoker, ever-/never-
smoker)

EUR
n=237,477

AFR
n=30,965

ASN
n=94,688

HISP
n=20,490

TRANS2

N=387,272

Fig. 1



Fig. 2



Fig. 3



Fig. 4

a b


	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4

