
 

 

 

Structural Studies of the Adsorption of 

Molecules on Cu(110) 

 

 

 

Report submitted in accordance with the requirements of the 

University of Liverpool for the degree of Doctor in Philosophy 

 

By 

 

Geoffrey Thomas 

 

Department of Surface Science 

University of Liverpool 

 

22 January 2013 





 

i 

 

Table of Contents 

Abstract . . . . .  . . . . .  . . . . .  . . . . .  . . . . . . . v 

Acknowledgements . . . . .  . . . . .  . . . . .  . . . . . . . . vi 

Abbreviations . . .  . . . . .  . . . . .  . . . . .  . . . . . . . vii 

1. CHAPTER 1 – INTRODUCTION . . . . . . . . . . . . 1 

1.1. THESIS AIMS . . . . .  . . . . .  . . . . .  . . . . . . . 1 

1.2. SURFACES AND THE ORIGINS OF LIFE . . . . . . . . . . . . 3 

1.3. RECENT DEVELOPMENTS IN SURFACE SCIENCE . . . . . . . . 5 

1.4. BIOLOGICAL MOLECULES . . . . . . . . . . . . . . . . . 6 

1.5. METALLIC SURFACES . . . . . . . . . . . . . . . . . . . 7 

1.5.1. The fcc (100) Surface  . . . . . . . . . . . . . . . . . . 9 

1.5.2. The fcc (110) Surface  . . . . . . . . . . . . . . . . . . 9 

1.5.3. The fcc (111) Surface  . . . . . . . . . . . . . . . . . . 10 

1.6. ADSORPTION OF MOLECULES ON METALLIC SURFACES . . . . . 11 

1.7. INTER-ATOMIC AND INTER-MOLECULAR BONDING . . . . . . . 12 

1.8. MOLECULAR SELF-ASSEMBLY . . . . . . . . . . . . . . . 14 

1.9. BIBLIOGRAPHY . . . . . . . . . . . . . . . . . . . . . 16 

 

2. CHAPTER 2 - THEORETICAL TECHNIQUES . . . . . 21 

2.1. DENSITY FUNCTIONAL THEORY (DFT) – A GENERAL OVERVIEW . . 21 

2.1.1. Introduction – What Is Density Functional Theory? . . . . . . . . 21 

2.1.2. The Schrödinger Equation . . . . . . . . . . . . . . . . . 21 

2.1.3. DFT – From Wave Functions To Electron Density  . . . . . . . . 22 

2.1.4. The Exchange-Correlation Functional . . . . . . . . . . . . . 24 

2.1.5. Limitations Of DFT . . . . . . . . . . . . . . . . . . . 24 

2.1.6. Van der Waals Correction . . . . . . . . . . . . . . . . . 26 

2.2. DENSITY FUNCTIONAL THEORY (DFT)  – FOUNDATIONS . . . . . 27 

2.2.1. Thomas-Fermi-Dirac Approximation . . . . . . . . . . . . . 27 

2.2.2. Hohenberg-Kohn Theorems . . . . . . . . . . . . . . . . 27 

2.3. THE KOHN-SHAM ANSATZ . . . . . . . . . . . . . . . . . 28 



ii 

 

2.3.1. Overview . . . . . . . . . . . . . . . . . . . . . . . 28 

2.3.2. Kohn-Sham Variational Equations . . . . . . . . . . . . . . 28 

2.3.3. EXC, VXC . . . . . . . . . . . . . . . . . . . . . . . 29 

2.4. THE EXCHANGE CORRELATION FUNCTIONAL . . . . . . . . . 30 

2.4.1. Overview . . . . . . . . . . . . . . . . . . . . . . . 30 

2.4.2. Local Spin Density Approximation (LSDA) . . . . . . . . . . . 30 

2.4.3. Generalised-Gradient Approximation (GGA) . . . . . . . . . . . 31 

2.5. VIENNA AB-INITIO SIMULATION PACKAGE (VASP) . . . . . . . 31 

2.5.1. Overview . . . . . . . . . . . . . . . . . . . . . . . 31 

2.5.2. Pseudopotentials . . . . . . . . . . . . . . . . . . . . 31 

2.5.3. Ultrasoft Pseudopotentials (USPPs) . . . . . . . . . . . . . . 32 

2.5.4. Reciprocal Space and K-Points . . . . . . . . . . . . . . . 32 

2.5.5. Energy Cut-Offs . . . . . . . . . . . . . . . . . . . . 33 

2.5.6. Periodic Boundary Conditions . . . . . . . . . . . . . . . . 33 

2.5.7. Numerical Optimization . . . . . . . . . . . . . . . . . . 34 

2.5.8. Geometry Optimization . . . . . . . . . . . . . . . . . . 34 

2.5.9. Choosing K-Points . . . . . . . . . . . . . . . . . . . 35 

2.5.10. Surface Relaxation/Energies . . . . . . . . . . . . . . . . 36 

2.6. SCANNING TUNNELING MICROSCOPY (STM) SIMULATION . . . . 36 

2.7. X-RAY PHOTOELECTRON SPECTROSCOPY (XPS) SIMULATION . . . 40 

2.8. BIBLIOGRAPHY . . . . . . . . . . . . . . . . . . . . . 43 

 

3. CHAPTER 3 – ADSORPTION OF THYMINE ON Cu(110) 

 . . . . . . 46 

3.1. INTRODUCTION . . . . . . . . . . . . . . . . . . . . . 46  

3.2. THYMINE . . . . . . . . . . . . . . . . . . . . . . . . 48  

3.3. THE TAUTOMERIC PROPERTIES OF THYMINE . . . . . . . . . . 49 

3.4. PREVIOUS EXPERIMENTAL INVESTIGATIONS OF THYMINE ON Cu(110) 

. . . . . . 51 

3.5. EXPERIMENTAL DETAILS . . . . . . . . . . . . . . . . . 52 

3.6. CURRENT EXPERIMENTAL INVESTIGATIONS OF THYMINE ON Cu(110) 

 . . . . . . 53 

3.7. THYMINE BONDING TO Cu(110) . . . . . . . . . . . . . . . 66 



 

iii 

 

3.8. THEORETICAL DATA AND ANALYSIS . . . . . . . . . . . . . 69 

3.8.1. Overview . . . . . . . . . . . . . . . . . . . . . . . 69 

3.8.2. Gas Phase Thymine And Hydrogen . . . . . . . . . . . . . . 71 

3.8.3. Isolated Thymine Bonded To Cu(110) Surface . . . . . . . . . . 72 

3.8.4. Phase 1 Structure . . . . . . . . . . . . . . . . . . . . 77 

3.8.5. Phase 2 Structure . . . . . . . . . . . . . . . . . . . . 96 

3.9. CONCLUSIONS . . . . . . . . . . . . . . . . . . . . . . 113 

3.10. BIBLIOGRAPHY . . . . . . .  . . . . . . .  . . . . . . . 114 

 

4. CHAPTER 4 – ADSORPTION OF MELAMINE ON Cu(110) 

                        . . . . . 118 

4.1. INTRODUCTION . . . . . . . . . . . . . . . . . . . . . 118 

4.2. MELAMINE . . . . . . .  . . . . . . .  . . . . . . . . . 119 

4.3. THE MOLECULAR PROPERTIES OF MELAMINE . . . . . . . . . 122 

4.4. EXPERIMENTAL DETAILS . . . . . . .  . . . . . . . . . . 125 

4.5. CURRENT EXPERIMENTAL INVESTIGATIONS OF MELAMINE ON Cu(110) 

  . . . . . 125 

4.6. THEORETICAL DATA AND ANALYSIS . . . . . . .  . . . . . . 130 

4.6.1. Overview . . . . . . .  . . . . . . .  . . . . . . . . . 130 

4.6.2. Gas Phase Melamine And Hydrogen . . . . . . .  . . . . . . . 131 

4.6.3. Isolated Melamine Bonded to Cu Surface . . . . . . . . . . . . 131 

4.6.4. The Undeprotonated Simulations . . . . . . . . . . . . . . . 134 

4.6.5. Single Deprotonated Simulations . . . . . . . . . . . . . . . 135 

4.6.6. Double Deprotonated Simulations – Part 1 . .  . . . . . . . . . 135 

4.6.7. Double Deprotonated Simulations – Part 2 . . . . . . . . . . . 136 

4.6.8. Tautomer Simulations – Part 1 . . . . . . .  . . . . . . . . 137 

4.6.9. Tautomer Simulations – Part 2 . . . . . . .  . . . . . . . . 138 

4.7. ADDITIONAL SIMULATIONS . . . . . . .  . . . . . . . . . 139 

4.8. CONCLUSIONS – PART 1 . . . . . . .  . . . . . . . . . . . 140 

4.9. CRYSTAL STRUCTURAL ARRANGEMENTS OF MELAMINE ON C(6x2)  142 

4.9.1. Structural Simulation 1 . . . . . . .  . . . . . . . . . . . 142 

4.9.2. Structural Simulation 2 . . . . . . .  . . . . . . .  . . . . 143 

4.9.3. Structural Simulation 3 . . . . . . .  . . . . . . . . . . . 144 



iv 

 

4.9.4. Structural Simulation 4 . . . . . . .  . . . . . . . . . . . 144 

4.9.5. Structural Simulation 4 – Minus Hydrogen Atom . . . . . . . . . 145 

4.9.6. Structural Simulation 4 – Minus Hydrogen Atom - Tautomer 2 . . . . . 146 

4.9.7. Structural Simulation 5 . . . . . . .  . . . . . . . . . . . 146 

4.9.8. Structural Simulation 6 . . . . . . .  . . . . . . . . . . . 147 

4.9.9. Structural Simulation 7 . . . . . . .  . . . . . . . . . . . 148 

4.9.10. Structural Simulation 8 . . . . . . .  . . . . . . . . . . . 149 

4.9.11. Structural Simulation 9 . . . . . . .  . . . . . . . . . . . 149 

4.9.12. Structural Simulation 10 . . . . . . .  . . . . . . . . . . . 150 

4.9.13. Structural Simulation 11 . . . . . . .  . . . . . . . . . . . 151 

4.9.14. Structural Simulation 11 – Minus Hydrogen – Version 1 . . . . . . . 151 

4.9.15. Structural Simulation 11 – Minus Hydrogen – Version 2 . . . . . . . 152 

4.9.16. Structural Simulation 11 – Minus Hydrogen – Version 3 . . . . . . . 153 

4.9.17. Structural Simulation 12 . . . . . . .  . . . . . . . . . . . 153 

4.9.18. Structural Simulation 13 . . . . . . .  . . . . . . .  . . . . 154 

4.9.19. Structural Simulation 14 . . . . . . .  . . . . . . . . . . . 155 

4.9.20. Structural Simulation 15 . . . . . . .  . . . . . . .  . . . . 155 

4.9.21. Structural Simulation 16 . . . . . . .  . . . . . . .  . . . . 156 

4.9.22. Structural Simulation 17 . . . . . . .  . . . . . . . . . . . 157 

4.10. CONCLUSIONS – PART 2 . . . . . . .  . . . . . . .  . . . . 157 

4.11. BIBLIOGRAPHY . . . . . . .  . . . . . . .  . . . . . . . 159 

 

5. CHAPTER 5 – SUMMARY AND CONCLUSIONS. . . . 163 

 

 

 

 

 

 



 

v 

 

Abstract 

 

The adsorption of thymine and melamine on Cu(110) has been investigated using a 

combination of experimental and theoretical techniques. These techniques have allowed the 

development of an extensive picture of how these molecules may orient on this surface. 

Many Density Functional Theory (DFT) calculations using the latest version of the Vienna 

Ab-Initio Simulation Package (VASP) have allowed the production of a series of models 

which have, in general, corroborated the experimental data. The additional utilisation of 

semi-empirical techniques (like those used by Grimme), which seek to simulate long-range 

inter-molecular vdW interactions, have allowed the creation of a firm foundation of, not only 

how the individual molecules bond to the Cu(110) surface, but of how they arrange 

themselves into long-range structures. 

With thymine, two long-range phases were observed; a room temperature structure, which 

aligned along the [001] direction in 1-D chains, one molecule thick and with the cyclic plane 

roughly parallel to the [110] direction. The higher temperature phase occurred after annealing 

between 350-400K and consisted of two distinct 1-D chains, two molecules thick and angled 

at ~±20
o
 to the [001] direction. In both cases the thymine was deprotonated at the N(1) atom. 

With melamine, only the room temperature phase is discussed and this consisted of a 2-D 

“hexagonal” structure arranged on a (6x2) unit cell.  

Although structural relaxation techniques give good indications of the stability of the models, 

the technique of Scanning Tunneling Microscopy (STM) simulation has been used 

extensively with both thymine and melamine systems in order to verify their validity. 

Although it is not yet possible to directly observe individual atoms in such small molecules it 

is possible (with STM) to observe their electronic “footprint” and to then re-create this 

observed image. The similarity of this “simulated STM” to the “experimental STM” 

combined with a relaxed stable model is a strong indication that the model is in good 

accordance with the observed (static) system. Combining this analysis technique with 

experimental data, models are proposed for both the room temperature thymine and 

melamine phases as well as the annealed thymine phase.  
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1. Chapter One ˗ Introduction 

 

1.1. Thesis Aims 

 

Electronic devices based on inorganic semiconductors have been part of our daily lives for 

over 60 years. However, now, in the beginning of the new millennium the increased 

development and knowledge of organic semiconductors has led to a tendency to explore 

alternative avenues than inorganic semiconductors and focus on the creation of electronic 

devices based on organic molecules. In order to construct such hybrid molecular based 

nanoscale devices, methods for the controlled fabrication of well-defined organic 

nanostructures need to be developed. One of the most promising methods to date is the 

“bottom-up” approach, wherein ordered structures with nanometre precision over an 

extended large scale can be constructed. The concept of this approach is to exploit multiple 

non-covalent interactions between pre-engineered molecules, which through their selective 

recognition are able to form convergent assemblies. Due to the intermolecular interactions, a 

dynamic equilibrium exists between the individual molecular components and the assembly 

as a whole thus leading to thermodynamically controlled multi-stable systems, the 

reversibility of which allows for the self-rearrangement and self-correction of the components 

within the assembled structure. This so-called ‘self-healing’ contributes to the formation of 

long-range ordered and defect-free systems, unachievable through conventional covalent 

synthesis. 

It is possible for organic molecules, such as DNA, to form highly-ordered ‘‘self-assembled’’ 

structures. Various factors are responsible for this but it is mainly their ability to form 

relatively weak intermolecular bonds that are stable enough to hold them in place at room 

temperature. Some research groups have predicted that understanding such a self-assembly 

system opens a new avenue of research into the emergence of life. On top of this the 

interaction of biologically-related molecules with surfaces is attracting increasing interest due 

to its potential relevance to areas such as biocompatibility, biosensors and the fabrication of 

novel biomaterials. However, typical biological molecules such as DNA and proteins are far 

too complex to be investigated on surfaces at an atomic scale, although remarkably detailed 

STM images have been obtained in the last few years of single, isolated, small organic 
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molecules on various different surfaces. 

Thus, the investigations carried out in this thesis aims to add to this increasingly burgeoning 

wealth of knowledge. The molecules investigated in this thesis were, unfortunately, too small 

to be imaged as anything other than bright spots with scanning tunnelling microscopy (STM) 

and therefore only their long˗range structures could be elucidated with this technique and not 

their bonding orientations to either the surface or to one another. However, combining this 

technique with the recently developed density functional theory (DFT) as well as the various 

other experimental techniques available have resulted in the production of a cohesive picture 

of how thymine forms both a room temperature 1-dimensional (1D) structure as well as a 

separate and distinct high temperature 1D structure upon dosing on a copper (Cu) crystal 

surface, both of which are described in chapter 3. Chapter 4 then continues by utilising these 

same techniques to produce a description of a further system in which melamine forms a 

stable 2˗dimensional (2D) room temperature upon dosing on the same copper (Cu) crystal 

surface. 

The experiments presented in this thesis were carried out in order to gain a better 

understanding of the organisation and bonding of thymine and melamine on a Cu surface at 

the single molecule level. This level of characterisation requires a detailed knowledge of the 

chemical form, geometry, bonding points to the surface for each molecule in addition to the 

intermolecular forces that stabilise the organisation. In order to obtain as detailed and reliable 

an analysis as possible various techniques, both experimental as well as theoretical were 

employed in tandem. The experimental techniques utilised the very latest developments in 

ultra-high vacuum (UHV) in order to create an environment where both the metal surface as 

well as the molecule under investigation could be scrutinised unimpeded by contamination. 

This approach enabled the use of a powerful range of surface science techniques which 

provide complimentary information in order to construct a detailed understanding of each of 

the systems. STM, low energy electron diffraction (LEED), reflection absorption infra-red 

spectroscopy (RAIRS), temperature programmed desorption (TPD) and X˗ray photoelectron 

spectroscopy (XPS) experiments as well as various DFT calculations were all utilised in this 

thesis in combination in order to provide a  detailed understanding of each of the systems. 
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1.2. Surfaces and the Origins of Life 

 

The exciting and challenging field of surface science has sprung up, relatively recently, in 

response to an increased demand, not only for greater efficiency in industrial processes, but 

also for a greater understanding of biological processes. This has necessitated a much more 

detailed understanding of how molecules interact with surfaces. Indeed, it is quite likely that 

surfaces played an integral part in the evolution of life itself! Nucleic acids, the constituent 

molecules that reside within both DNA and RNA, are categorised as both the information 

carriers and storers of the necessary proteins required to construct all living things (both plant 

and animal) on planet Earth. 

The presiding theory in science today purports that the Earth’s early atmosphere contained 

such molecules as methane, ammonia, carbon dioxide and water and, triggered by UV 

radiation from the sun and lightning produced biomolecular monomers such as hydrogen 

cyanide, amino acids, aldehydes and both 5 and 6˗membered ring molecules. It has been 

suggested [1] that certain clays may have provided catalytic surfaces for polymerisation of 

these monomers into cyclic bases. Thus, it is quite possible that surface processes played an 

essential part in the initial formation of DNA and RNA. 

However, in order to discuss the origins of life, one must first decide on a definition and 

many scientists have adopted NASA’s [2]. This states that:˗ 

An organism is considered to be alive if it is a "self˗sustained chemical system capable of 

undergoing Darwinian evolution," implying that it must have what we will call genetic 

material and it must be possible for the genetic material to replicate and mutate [3]. 

Currently, most scientists believe that RNA molecules were capable of performing both 

enzymatic activity and self˗replication. This is known as the “RNA world” scenario. Once 

proteins are built they are then able to act as enzymes and catalyse various chemical 

reactions. However, protein enzymes require that RNA strands first be present in order to 

form them, this is known as “the chicken and the egg problem”. Therefore, the phosphate, 

sugar and base groups must have bonded through abiotic (non˗biological) means. Thus far, 

scientists have been unable to bind the phosphate to the sugar and base group using 

conditions that were thought to have been present on the early Earth; this is a very active, 

current field of research [4]. However, once a full nucleotide unit has been formed, scientists 
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have been able to make extended chains of RNA, of up to 50 units (mers) in length, which 

could then fold to perform catalytic activity, accelerating the ease of synthesis for future 

molecules and initiating the RNA world [5]. 

When free nucleotides are combined in solution they do not react at all, so many scientists 

have been searching for different types of activating groups and inorganic catalysts that may 

have been involved in the first polymer bonding processes.  Montmorillonite clay is one 

material which facilitates this reaction and provides a medium in which the individual 

activated RNA units combine to form larger chains [6]. In the case of montmorillonite clay, 

the aluminium (Al
+3

) and silicon (Si
+4

) which have dissolved out of volcanic rock along with 

oxygen and hydrogen form a three layer crystal structure. Composed of a silica layer, an 

alumina layer, and another silica layer, these three˗layer crystals have a negative charge on 

their faces. While the individual three layer crystals are very rigid, the whole multi˗layer 

structure can be quite flexible. The surface between the layers is negatively charged, so it 

attracts a large concentration of calcium (Ca
2+

), sodium (Na
+
), magnesium (Mg

2+
), copper 

(Cu
2+

), iron (Fe
2+

) and other positively charged ions. The phosphate groups of individual 

nucleotides, the polymers of which make up long strands of RNA, are negatively charged. 

Theoretically, they are attracted to the positive pool in the fluid layer of the montmorillonite 

clay. Entering into the layer, they repel the negative charges on the surfaces of the aluminate 

layers, naturally positioning themselves in the middle of the positive layer and splitting the 

distance between the two negative surfaces. 

The reactions which can then occur between the nucleotides allow them to be held strongly in 

position. This gives them the opportunity to form bonds between the monomers which are 

attracted to the positive layer. This is about twice as strong as the attachment strength of just 

one unit alone and as more and more nucleotides bond together, this linear relationship 

continues. Therefore, because the longer strands are held to the clay more firmly than are the 

individual nucleotides or shorter strands, it is possible that two longer strands would have a 

higher probability of bonding with each other because of increased contact.  Adding strength 

to this theory is the fact that the dry ground˗up clay swells to fifteen times its volume when 

exposed to water [7]. 
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1.3. Recent Developments in Surface Science 

 

Heterogeneous catalysis, pioneered by Paul Sabatier on hydrogenation and Fritz Haber on the 

Haber process could be called the start of surface science [8]. Irving Langmuir was also one 

of the founders of this field and the Langmuir adsorption equation is used to model 

monolayer adsorption. Also, Gerhard Ertl in 1974 described for the first time the adsorption 

of hydrogen on various metallic surfaces [9˗13]. More recent developments include Gerhard 

Ertl's (2007 Nobel Prize in Chemistry winner) for his investigation of the interaction between 

carbon monoxide molecules and platinum surfaces. 

However, interest in studying chemical reactions at surfaces dates back to the nineteenth 

century when scientists like Davy, Henry and Faraday began noticing catalytic effects on 

platinum surfaces [14]. Dobereiner then introduced his tinderbox which enabled hydrogen 

and oxygen to combine to yield a small flame. Thus, catalysis has been a mainstay of the 

development of surface science ever since. However, more recently, advances in solid state 

semiconductor electronics combined with the development of Ultra High Vacuum (UHV) 

systems has further driven interest in the field. A vast array of spectroscopic techniques have 

now been developed and combined with powerful ab˗initio modelling algorithms and 

computers and it is now possible to carefully scrutinise how molecules bond and arrange onto 

virtually any type of surface imaginable. 

Not only is it possible to quantify different arrangements of chemisorbed molecules to a high 

degree of accuracy but also physisorbed molecules as well. However, it is not just bonding 

between the molecule and the surface that co˗ordinate how molecules arrange, but also 

inter˗molecular bonding. This can manifest itself in various forms. Hydrogen bonding, van 

der Waals (vdW) forces and surface reconstruction also have a part to play. Indeed, the 

problem of how to accurately model vdW forces has become increasingly important in the 

field of surface science and, although various techniques now exist, these are not without 

issues [15,16]. 
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1.4. Biological Molecules 

 

Biological molecules, or biomolecules, are organic molecules which consist primarily of 

carbon, hydrogen, nitrogen, and oxygen, and, to a lesser extent, phosphorus and sulphur. 

These are found in all living organisms and include large polymeric molecules (i.e. proteins), 

polysaccharides and nucleic acids. It is possible for biomolecules to have complex structures 

dictated by the functions for which they must perform.  However, biomolecules (in living 

organisms) are self˗organized, typically built from simple building blocks such as amino 

acids, nucleic acids, lipids and sugars, and often function in a crowded intracellular 

environment to initiate crucial biological functions.  Therefore, understanding the molecules, 

their assembly, and their interactions, is of paramount importance nowadays. There is also 

much interest in new materials that can be derived by combining the biological molecules in 

unusual ways, or by combining biological molecules with synthetic species, including 

nanoparticles and inorganic surfaces. 

These molecules are far too large for their surface interaction to be probed at an atomic scale 

with any available methods. However, these molecules interact with surfaces through key 

molecular components but even these 'small' molecules present a major challenge for surface 

structure determination. Most surface science experiments have been performed on metal and 

semiconductor surfaces; however, most methods to probe surface properties, that have been 

developed, work only in very good ('ultra˗high') vacuum conditions (UHV). This is because 

lowering the pressure of the gas (air) surrounding a surface lowers the rate at which 

molecules arrive from the air and contaminate the surface, and therefore, ensuring this 

process is slow enough to keep a sample clean for an hour or so, one needs to work in a 

pressure of about one million˗billionth of an atmosphere (comparable to, but somewhat 

higher than, the pressure in outer space). 

The interaction with surfaces of biological molecules is important in medical screening for 

disease, and in ensuring the body does not reject medical implants (e.g. artificial hip joints). 

Therefore, the properties and processes of biomolecules at surfaces are of particular relevance 

in such areas as medical implants [17,18]. Therefore, the challenge is to map out structures, 

bonding mechanisms and dynamics of biomolecules at surfaces in the same way as has been 

done for simpler molecules. These biomolecules are the building blocks of DNA and 

proteins, so understanding how the mechanisms of these subunits interact with surfaces will 
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yield greater understanding of how larger conglomerates also interact and bind to different 

surfaces. Therefore, biomolecular interactions at surfaces are relevant in medical diagnosis, 

however, to date, very few adsorption studies have been done [19˗23]. 

 

 

1.5. Metallic Surfaces 

 

At the microscopic level, most solid materials, with the exception of a few truly amorphous 

specimens, can be considered to be a collection of single crystal crystallites. The surface 

chemistry of the material as a whole depends upon the nature of the exposed surface of the 

crystallites. Therefore, in principle, it is possible to understand the surface properties of any 

material if the amount of surface exposed is known and have knowledge of the properties of 

each surface plane (neglecting crystal defects). By studying well˗defined surfaces it is 

therefore possible to understand the properties of a material. The commonly used technique is 

to prepare macroscopic single crystals (1˗5cm) of metals and then cut them in a way as to 

expose a specific area of interest. 

A crystal structure is composed of a set of atoms arranged in a particular way and a lattice 

exhibiting long-range order and symmetry [28]. Patterns are located upon the points of a 

lattice, which is an array of points repeating periodically in three dimensions. The points can 

be thought of as forming identical tiny boxes, called unit cells, that fill the space of the lattice. 

The unit cell is given by its lattice parameters, which are the length of the cell edges and the 

angles between them, while the positions of the atoms inside the unit cell are described by the 

set of atomic positions (xi, yi, zi) measured from a lattice point. The lengths of the edges of a 

unit cell and the angles between them are called the lattice parameters. The symmetry 

properties of the crystal are embodied in its space group and represent a description of the 

symmetry of the crystal [29]. A crystal's structure and symmetry play a role in determining 

many of its physical properties, such as cleavage, electronic band structure, and optical 

transparency. 

A system of nomenclature is used to categorize the structural forms of the crystal structures 

of crystalline materials (see figure 1.1). Miller indices form a notation system in 

crystallography for planes in crystal (Bravais) lattices. In particular, a family of lattice planes 

is determined by three integers h, k, and ℓ, the Miller indices. They are written (hkℓ), and 
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each index denotes a plane orthogonal to a direction (h, k, ℓ) in the basis of the reciprocal 

lattice vectors. By convention, negative integers are written with a bar, as in 3 for −3. The 

integers are usually written in lowest terms, i.e. their greatest common divisor should be 1. 

Miller index 100 represents a plane orthogonal to direction h; index 010 represents a plane 

orthogonal to direction k, and index 001 represents a plane orthogonal to ℓ [27]. 

 

 

 

Figure 1.1 - Planes with different Miller indices in cubic crystals. 

 

Most metals exist in only one bulk structural form, the most common ones being 

body˗centred cubic (bcc), face˗centred cubic (fcc) and hexagonal close˗packed (hcp). For 

each of these there are, in principle, an infinite number of possible surfaces which can be 

exposed. However, in practice, only a limited number (so˗called “low˗index”) planes are 

found to exist in significant quantities. Most of the technologically most important metals 

possess the fcc structure (i.e. Pt, Rh, Pd, Ag, Au and Cu) and the low˗index faces are what are 

most commonly studied. 
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1.5.1. The fcc (100) Surface 

The (100) surface is obtained by cutting the fcc metal parallel to the front surface of the fcc 

cubic unit cell (see Figure 1.1a) this exposes a surface (the atoms in blue) with an atomic 

arrangement of 4˗fold symmetry. The conventional birds˗eye view of the (100) surface (see 

Figure 1.1b) is obtained by rotating the preceding diagram through 45° to give a view which 

emphasises the 4˗fold (rotational) symmetry of the surface layer atoms. The second layer 

atoms are visible through the holes in the first layer but would not be accessible to molecules 

arriving from the gas phase. 

 

 

Figure 1.2: Diagram of a (100) surface:˗ a) shows the slice (in blue) of the crystal and b) 

shows the surface generated.  

 

 

1.5.2. The fcc(110) Surface 

The (110) surface is obtained by cutting the fcc unit cell that intersects the x and y axes but 

not the z˗axis (see Figure 1.2). This exposes a surface with an atomic arrangement of 2˗fold 

symmetry. The topmost layer is much less closely packed than on the (100) surface, i.e. the 

distance between atoms is equal to twice the metallic (atomic) radius, but in the orthogonal 

direction there is a substantial gap between the rows. This means that the atoms in the 

underlying second layer are also, to some extent, exposed at the surface. 

 

 

 

b) a) 
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Figure 1.3: Diagram of a (110) surface, a) – shows the slice (in blue) of the crystal and b) 

shows the surface generated.  

 

 

1.5.3. The fcc (111) Surface 

The (111) surface is obtained by cutting the fcc metal in such a way that the surface plane 

intersects the x˗, y˗ and z˗ axes at the same value (see Figure 1.3). This exposes a surface 

with an atomic arrangement of 3˗fold (apparently 6˗fold, hexagonal ) symmetry. This layer of 

surface atoms actually corresponds to one of the close˗packed layers on which the fcc 

structure is based. Since this is the most efficient way of packing atoms within a single layer, 

they are said to be "close˗packed". 

 

 

Figure 1.4: Diagram of a (111) surface:˗ a) shows the slice (in blue) of the crystal and b) 

shows the surface generated. 

 

b) a) 

b) a) 



 

11 

 

1.6. Adsorption of Molecules on Metal Surfaces 

 

Adsorption of molecules at surfaces can be described, in general, by two classifications, 

namely physisorption and chemisorption. A physisorbed molecule retains most of its 

electronic structure upon adsorption and is only weakly bound to the surface. However, a 

chemisorbed substance is much more strongly bound and the adsorbate’s electronic structure 

is modified by the adsorption process [29]. Physisorbed molecules bond via dipole forces 

(such as van der Waals forces) [30]. Chemisorbed molecules can bond via ionic or covalent 

bonds [31,32]; ionic bonding results from broadened molecular orbitals (HOMO or LUMO) 

crossing the Fermi level whereas covalent bonding occurs due to unoccupied molecular 

orbitals overlapping (or hybridising) with partially filled d˗bands of transition metals. 

Chemisorbed molecules bond, on average, an order of magnitude stronger than physisorbed 

molecules and can significantly alter the electronic structure of the surface. 

Adsorbed molecules must be sufficiently mobile in order to attain the lowest stabilisation 

energy. Therefore, molecules must be able to diffuse across the surface and this process 

depends upon a range of factors. These can be quantified by a diffusion co˗efficient, D(θ,T) 

which represents the energy barrier the molecule must overcome in order to reach its final 

state. This can be represented by the equation:˗ 

 

 ( )         ( 
  

  
)          (1.1) 

 

Where D(T) is called the diffusion coefficient (cm
2
s

˗1
), EA is the activation energy    

(KJmol
˗1

), T is the temperature (K) and D0 is the diffusivity (cm
2
s

˗1
), R is the gas constant 

(KJmol
-1

T
-1

). Physisorbed molecules have lower diffusion activation energies and higher 

mobility, whereas, chemisorbed molecules have higher diffusion activation energies and 

lower mobility. However, variations across systems exist and this is only a general tendency.  
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1.7. Inter˗Atomic and Inter˗Molecular Bonding 

 

Inter˗molecular interactions play a crucial part in many surface chemical systems. Although 

hydrogen bonding falls into this category, it is becoming increasingly apparent that an 

understanding of dispersive forces is also necessary. The van der Waals force (or van der 

Waals interaction) is the sum of the attractive and repulsive forces between molecules (or 

between parts of the same molecule) other than those due to covalent bonds or to the 

electrostatic interaction of ions with one another or with neutral molecules [24]. The term 

includes:˗ 

 The force between two permanent dipoles (Keesom force). 

 The force between a permanent dipole and a corresponding induced dipole (Debye force). 

 The force between two instantaneously induced dipoles (London force). 

 

However, nowadays it is usually used to describe the totality of intermolecular forces 

(excluding hydrogen bonds). Van der Waals forces are relatively weak compared to other 

chemical bonds, but because they play a fundamental role in surface science systems it is 

crucial to be able to accurately describe them. Van der Waals forces include attractions 

between atoms, molecules, and surfaces. They differ from covalent and ionic bonding in that 

they are caused by correlations in the fluctuating polarizations of nearby particles (a 

consequence of quantum dynamics [25]). They are in detailed balance with electrostatic (ES) 

and exchange˗repulsion (ER) interactions and, together, they control the structures of DNA 

and proteins, the packing of crystals, the formation of aggregates, host˗guest systems and the 

orientation of molecules on surfaces or in molecular films. Intermolecular forces have four 

major contributions:˗ 

1) A repulsive component resulting from the Pauli Exclusion Principle that prevents the 

collapse of molecules. 

2) Attractive or repulsive electrostatic interactions between permanent charges (in the case 

of molecular ions), dipoles (in the case of molecules without an inversion centre), 

quadrupoles (all molecules with symmetry lower than cubic), and in general between 

permanent multipoles. The electrostatic interaction is sometimes called the Keesom 

interaction or Keesom force after Willem Hendrik Keesom. 
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3) Induction (also known as polarization), which is the attractive interaction between a 

permanent multipole on one molecule with an induced multipole on another. This 

interaction is sometimes called the Debye force after Peter J.W. Debye. 

4) Dispersion (or London force, named after Fritz London), which is the attractive 

interaction between any pair of molecules, including non˗polar atoms, arising from the 

interactions of instantaneous multipoles. 

 

Returning to nomenclature, different texts refer to different things using the term "van der 

Waals force". Some texts mean by the van der Waals force the totality of forces (including 

repulsion); others mean all the attractive forces (and then sometimes distinguish van der 

Waals˗Keesom, van der Waals˗Debye, and van der Waals˗London); finally, some use the 

term "van der Waals force" solely as a synonym for the London/dispersion force. However, 

nowadays, the common trend is that biochemistry and biology books, more frequently than 

chemistry books, use "van der Waals forces" as a synonym for London forces only. 

All intermolecular/van der Waals forces are anisotropic (except those between two noble gas 

atoms), which means that they depend on the relative orientation of the molecules. That is, 

the electrostatic force can be attractive or repulsive, depending on the mutual orientation of 

the molecules. When molecules are in thermal motion, as they are in the gas and liquid phase, 

the electrostatic force is averaged out to a large extent, because the molecules thermally 

rotate and thus probe both repulsive and attractive parts of the electrostatic force. Sometimes 

this effect is expressed by the statement that "random thermal motion around room 

temperature can usually overcome or disrupt them" (which refers to the electrostatic 

component of the van der Waals force). Clearly, the thermal averaging effect is much less 

pronounced for the attractive induction and dispersion forces. 

The Lennard˗Jones potential is often used as an approximate model for the isotropic part of a 

total (repulsion plus attraction) van der Waals force as a function of distance. Van der Waals 

forces are responsible for certain cases of pressure broadening (van der Waals broadening) of 

spectral lines and the formation of van der Waals molecules. The London van der Waals 

forces are related to the Casimir effect for dielectric media, the former being the microscopic 

description of the latter bulk property. The first detailed calculations of this were done in 

1955 by E. M. Lifshitz [3,4]. 
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Theoretically, the ER and ES effects can already be described relatively accurately at a  

mean˗field (i.e. Hartree˗Fock, HF) level while the dispersive part is a pure electron 

correlation effect [25,16]. In the framework of standard ab initio wave function theory [26] it 

can be described by double excitations between occupied and virtual orbitals of the 

supermolecule (coupled monomer single excitations). Accurate computations based on, for 

example, coupled˗cluster methods like CCSD(T) [56], however, suffer from unacceptable 

computation times even for medium˗sized systems, and can thus routinely be applied only to 

benchmark studies of small complexes. Cheaper alternatives like second˗order Møller˗Plesset 

perturbation theory (MP2) [28] on the other hand, are computationally simpler and thus more 

widely used. However, especially for dispersive interactions, standard MP2 systematically 

overestimates the binding energies and underestimates intermolecular equilibrium distances 

[4,5]. 

Although today the most widely used theoretical approach to molecular structure, the density 

functional theory (DFT) [6,7] includes electron correlation effects in an approximate manner, 

it is now clear that almost all gradient˗corrected density functionals are unable to describe 

dispersive interactions [8–10]. Although this problem now has become a very active field of 

research [11,12], it seems to be very difficult to account for dispersion within the standard 

Kohn–Sham picture of DFT. These nonlocal, long˗range electron correlations already appear 

for the vanishing overlap of the electron densities of the fragments. Accordingly, they have 

only a tiny effect on the electron density of the fragments that is furthermore buried by the 

influences of the chemical environment. 

All non˗empirical attempts to introduce van der Waals interactions in DFT inevitably end up 

with methods that are at least as complex as the simplest wave function (i.e., MP2) methods. 

Another empirical strategy to solve the problem is to modify [13] or to combine [14] existing 

density functionals to reproduce, for example, the interaction potentials of rare gas dimers. 

These approaches cannot be considered as successful in a sense that the modified functionals 

are not applicable (transferable) for different systems (i.e., Ne2 vs. Kr2 vs. cytosine) [13]. The 

recently proposed XLYP functional [14] has solely been tested on He2, Ne2, and H2O and 

thus, its “real” performance cannot be judged. Therefore, the modelling of van der Waals 

interactions using DFT is still a highly contentious one and is currently in a state of flux. 

However, it is currently believed that the empirically (or so˗called Grimme) corrected is the 

best (or perhaps only) way forward with dealing with these inherent weaknesses of the DFT 
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method [15,16]. Reasonably accurate results that are in good accordance with experimental 

data have been obtained and this thesis utilises this method in accounting for all 

inter˗molecular interactions. 

 

 

1.8.    Molecular Self˗Assembly 

 

Once adsorbed on the surface molecules may self˗assemble to produce patterned surfaces 

with periodic nanoscale structures [33˗34]. Due to the molecular resolution of Scanning 

Probe Microscopy (SPM) it has been possible to demonstrate that many molecules have the 

ability to form complex super˗structures on crystal surfaces. When these molecules are 

thought of as ‘‘LEGO pieces’’ that can be attached to each other following certain rules it is 

possible to generate many different structures [1]. This organisational behaviour is dependent 

upon a fine balance between molecule˗surface as well as molecule˗molecule interactions. 

This variability often results in a multitude of organised structures for a single molecular 

species which can include one˗dimensional (1D) chains and two˗dimensional (2D) clusters 

[33,34]. This variety has led to the creation of the field of supramolecular surface chemistry 

and seeks to utilise chemical principles to create specific molecular architectures on various 

(usually, but not exclusively) metallic surfaces. These principles involve:˗ 

1) Electrostatics (ion˗ion, dipole˗ion and dipole˗dipole interactions). 

2) Hydrogen bonding. 

3) Π˗Π stacking. 

4) Dispersion/induction forces (i.e. van der Waals). 

5) Hydrophobic and solvatophobic effects. 

 

With the use of organic molecules, nucleic acids etc., which contain cyclic ring structures 

with peripheral functional groups and atoms that can hydrogen bond (i.e. nitrogen, oxygen, 

fluorine etc.) it is possible to produce 2D molecular structures that are bonded together by 

hydrogen and/or Π bonds. By utilising relatively unreactive metals     (e.g. Au, Ag, Cu etc.), 

which hold the molecules in place, it is possible for them to form  inter˗molecular bonds 

[35˗43]. Then (in order to produce different structures) different functional groups and metals 

of various indexes can be tried in order to “fine˗tune” various surface structures [44˗47] 
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although research is continuing to develop more advanced techniques   [48˗54]. These 

involve using Π˗Π stacking to direct large scale structures [48], using metal ions to act as 

electron acceptors and thus bind as ligands [50,52] or metal˗organic frameworks [53]. This 

has led to speculation that such 2D structures will find applications in molecular storage 

[49,51] as well as novel new magnetic materials [54,55]. 

Although inter˗molecular interactions are utilised to direct the self˗assembly of surface 

structures it is important not to forget that these structures must be held in place somehow. 

Therefore, the role of the molecule˗substrate interaction must always be considered. The 

desired strength of this is permanently set when choosing the type of metal and the crystal 

cleave plane to be used. So, if you want the molecule to be weakly bound then Au is the 

obvious choice. However, in order to fix molecules in place more firmly requires a more 

reactive metal like Ni. However, an in˗depth understanding of a quantitative nature of this 

so˗called “adsorption footprint” is, at present, sadly lacking. It is for this reason that Cu, of 

intermediate reactivity, is often used in investigations of this type. Thus, Cu is able to 

securely hold most molecular structures firmly in place at room temperature but yet is still 

able to allow individual molecules a high degree of mobility. On top of this, if the surface is 

subjected to higher temperatures, then these said structures are then able to re˗arrange 

themselves into further structures as well as to react with the surface.  
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2. Chapter Two ˗ Theoretical Techniques 

 

2.1. Density Functional Theory (DFT) – A General 

Overview 

 

2.1.1. Introduction – What Is Density Functional Theory? 

Density functional theory is a phenomenally successful approach to finding solutions to the 

fundamental equation that describes the quantum behaviour of atoms and molecules, the 

Schrödinger equation, in settings of practical value. Although DFT has been used since the 

1970s it was only in the 1990s when better approximations for the exchange and correlation 

interactions were implemented that it became more widely used. Because it is much less 

computationally costly than methods based on complex many electron wavefunction theories 

(like Hartree˗Fock) it has become the main method used now in quantum chemistry. For a 

good introduction to DFT see “The ABC of DFT” [12]. 

 

 

2.1.2. The Schrödinger Equation 

Let us imagine a situation where we would like to describe the properties of some            

well˗defined collection of atoms – you could think of an isolated molecule or the atoms 

defining the crystal of an interesting mineral. One of the fundamental things we would like to 

know about these atoms is their energy and, more importantly, how their energy changes if 

we move the atoms around. To define where an atom is, we need to define both where its 

nucleus is and where the atom’s electrons are. In order to obtain a microscopic description of 

the interactions taking place between molecules it is necessary to solve the many˗body 

Schrödinger equation:˗ 

 

[ 
 

 
∑   

    ∑  (  )
 
       

   ∑ ∑  (     )   
 
   ]        (2.1) 
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The three terms on the left side of this equation represent, in order, the kinetic energy of each 

electron (with    as the ‘Laplacian’), the interaction energy between each electron and the 

collection of atomic nuclei and the interaction energy between different electrons (with V and 

U representing the potential energy, r representing the distance between electrons as a vector 

and i and j representing individual electrons). This combination of terms represents what is 

known as the ‘Hamiltonian’ operator and   represents a set of solutions, or eigenstates, of the 

Hamiltonian. It is called the electronic wave function, which is a function of each of the 

spatial co˗ordinates of each of the N electrons, so     (       ). Each of these solutions, 

   (which is a complex number), has an associated eigenvalue,    (which is a real number), 

that satisfies the eigenvalue equation. The detailed definition of the Hamiltonian depends on 

the physical system being described by the Schrödinger equation. Also, as the ground-state 

energy is independent of time, this is what is known as the ‘time˗independent Schrödinger 

equation’. 

Although this gives a complete description of any system the problem is that the dimension 

of the wave function grows very rapidly with the number of electrons. Therefore, a method of 

simplifying the mathematics is required. DFT provides this simplification and the problem of 

many˗electrons interacting is replaced with an effective potential. The many˗electron wave 

function is replaced by the electron density thus reducing the problem from 3N dimensions to 

one of just N electrons. 

 

 

2.1.3. DFT – From Wave Functions To Electron Density 

Density functional theory rests on just two fundamental mathematical theorems proved by 

Kohn and Hohenberg and the derivation of a set of equations by Kohn and Sham in the    

mid˗1960s. The Kohn˗Sham equations provide the framework for finding the exact density 

and energy of the ground state of a many˗body electron system using standard independent 

particle methods. The first theorem, proved by Hohenberg and Kohn, is: The ground˗state 

energy from Schrödinger’s equation is a unique functional of the electron density. The 

theorem states that there exists a one˗to˗one mapping between the ground˗state wave function 

and the ground˗state electron density. However, this theorem says nothing about what the 

functional actually is. The second Hohenberg˗Kohn theorem defines an important property of 

the functional:- 
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The electron density that minimizes the energy of the overall functional is the true electron 

density corresponding to the full solution of the Schrödinger equation. 

 

We can write down the functional described by the Hohenberg˗Kohn theorem in terms of the 

single˗electron wave functions, ψi(r) which defines the electron density n(r). The energy 

functional can be written as:˗ 

 

E[{ψi }] = Eknown[{ψi }] + EXC[{ψi }]       (2.2) 

 

The “known” terms can be written as:˗ 

 

Eknown[{ψi }] =  ˗ ∑ ∫  
            ∫ ( ) ( )      

  

 
∫∫

 ( ) (  )

|    |
             

     (2.3) 

 

The equation represents, in order, the electron kinetic energies, the Coulomb interactions 

between the electrons and the nuclei, the Coulomb interactions between pairs of electrons, 

and the Coulomb interactions between pairs of nuclei. The unknown term, EXC[{ψi }] is 

called the exchange˗correlation functional. 

Kohn and Sham showed that the right electron density can be expressed in a way that 

involves solving a set of equations in which each equation only involves a single electron. 

These have the form:˗ 

 

[  
 

 
     ( )     ( )      ( )]  ( )  =     ( )   (2.4) 

 

The first two terms are known. The third term is called the Hartree potential and is defined 

as:˗ 

 

VH(r) = e
2
∫

 (  )

|    |
              (2.5)

 

 

This describes the Coulomb repulsion between the electron being considered in one of the 

Kohn˗Sham equations and the total electron energy density. The fourth term is defined as the 
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“functional derivative” of the exchange˗correlation energy:˗ 

 

VXC(r) = 
    ( )

  ( )
            (2.6) 

 

All this ultimately leads to a circular problem. In order to solve the Kohn˗Sham equations we 

need to define the Hartree potential and to define the Hartree potential we need to know the 

electron density. However, to find the electron density we must know the single˗electron 

wave functions and to know these we must solve the Kohn˗Sham equations. Thus, we are led 

to an iterative approach:- 

 

1. Define an initial, trial electron density, n(r). 

2. Solve the Kohn˗Sham equations to find the single˗particle wave functions, ψi(r). 

3. Calculate the new electron density from step 2, nKS(r)=2∑   
 ( )   ( ). 

4. Compare the calculated electron density, nKS(r), with the electron density used in solving 

the Kohn˗Sham equations, n(r). If the two densities are the same then this is the     

ground˗state electron density and can be used to compute the total energy.  

5. Otherwise, the trial electron density must be updated using a chosen algorithm and the 

iteration routine repeated. 

 

The Kohn˗Sham equations are a set of Schrödinger˗like independent particle equations which 

must be solved subject to the condition that the effective potential     
 ( ) and the density 

n(r, σ) are consistent. This must be solved iteratively by providing an initial guess and using 

this to calculate the effective potential     
 ( )  which then enables us to solve the KS 

equation. This means we can calculate the electron density and we are able to see if this is 

consistent with our initial guess. The loop then re˗iterates until the initial and final electron 

densities are the same. Obviously, this is a very simplified approach but this iterative method 

is used to solve the Kohn˗Sham equations until they are self˗consistent. 

 

 

2.1.4. The Exchange˗Correlation Functional 

Unfortunately, the true form of the exchange˗correlation functional is simply unknown. 
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However, for a uniform electron gas it can be derived exactly [1]. In this situation, the 

electron density is constant at all points in space; that is n(r) = constant. This approximation 

uses only the local density to define the approximate exchange˗correlation functional and is 

called the local density approximation (LDA) [2]. However, this does not exactly solve the 

true Schrödinger equation and the development of functionals that more faithfully represent 

nature remains an active area of research [3]. 

A number of approximate functionals have now been developed that give good results in a 

wide range of physical problems. The best known class of functional after the LDA uses 

information about the local electron density and the local gradient in the electron density; this 

approach defines a generalized gradient approximation (GGA) [4]. However, there are many 

ways in which information from the gradient of the electron density can be included in a 

GGA functional and there are a large number of these functionals. Two of the most widely 

used of these are the Perdew˗Wang functional (PW91) [5] and the Perdew˗Burke˗Ernzerhof 

functional (PBE) [6]. Dozens of other GGA functionals have also been developed which give 

somewhat different results for any particular configuration of atoms. For this reason it is 

important to specify which functional was used in any particular calculation. 

 

 

2.1.5. Limitations Of DFT 

As successful as DFT calculations can be it must be understood that practical DFT 

calculations are not exact solutions of the full Schrödinger equation. There are some 

important situations for which DFT cannot be expected to be physically accurate. The first of 

these situations where DFT has limited accuracy is in the calculation of electronic excited 

states. This is due to the basic premise of Hohenberg˗Kohn that only applies to the      

ground˗state energy. Standard DFT calculations with existing functionals have limited 

accuracy for band gaps, with errors >1eV being common [21˗22]. However, this is currently 

an active area of research where considerable progress is being made. 

 

 

 

 

 



26 

 

2.1.6. Van der Waals Correction 

Another situation where DFT calculations give inaccurate results is associated with the weak 

van der Waals (vdW) attractions between molecules. These interactions occur because of 

correlations that exist between temporary fluctuations in the electron density of one molecule 

and the energy of the electrons in another molecule responding to these fluctuations. Thus, 

van der Waals interactions are the direct result of long range electron correlation. To 

accurately calculate the strength of these interactions from quantum mechanics it is necessary 

to use high˗level wave˗function˗based methods that treat electron correlation in a systematic 

way [7].  

Several versions of the van der Waals density˗functional (vdW˗DF) exist but in this work we 

are using the recently implemented one by Stefan Grimme’s group [8]. In this vdW˗DF, the 

dispersion corrected total energy is:˗ 

 

                          (2.6a) 

 

where     is the usual mean˗field energy (i.e. HF or DFT) and       is an empirical 

dispersion correction given by:˗ 

 

          ∑ ∑
  

  

   
     (   )

    
     

     
         (2.6b) 

 

where     is the number of atoms in the system,   
  

 denotes the dispersion coefficient for 

atom pair ij,    is a global scaling factor and Rij is the interatomic distance. In order to avoid 

near˗singularities for small R, a damping function      must be used, given by:˗ 

 

    ( )   
 

      (     )⁄          (2.6c) 

 

Where    is the sum of atomic van der Waals radii [9, 10]. Eq. (1.6c) is chosen because it 

decays at small R fast enough to zero such that dispersion corrections between atoms well 

below van der Waals distances are negligible and thus, “normal” bonds are not significantly 

affected by the correction. 
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2.2. Density Functional Theory (DFT) – Foundations 

 

2.2.1. Thomas˗Fermi˗Dirac Approximation 

The original density functional theory of quantum systems is the method of Thomas and 

Fermi proposed in 1927. In this model, the Thomas˗Fermi method, the kinetic energy of the 

system of electrons is approximated as an explicit functional of the density, idealized as 

non˗interacting electrons in a homogeneous gas with density equal to the local density at any 

point. This was further extended to include exchange and correlation among the electrons by 

Dirac in 1930 who formulated the local approximation for exchange still in use today. 

However, the Thomas˗Fermi type approach starts with approximations that are too crude, 

missing essential physics and chemistry, such as shell structures of atoms and binding of 

molecules and thus falls short of the goal of a useful description of electrons in matter. 

 

 

2.2.2. Hohenberg˗Kohn Theorems 

The approach of Hohenberg and Kohn is to formulate density functional theory as an exact 

theory of many˗body systems. This applies to any system of interacting particles in an 

external potential. The two theorems proved by Hohenberg and Kohn provide the basis for 

density functional theory [8]. These can be stated thus:˗ 

 

1. For any system of interacting particles in an external potential Vext(r), the potential Vext(r) 

is determined uniquely, except for a constant, by the ground state particle density no(r). 

Therefore, since the Hamiltonian is fully determined, except for a constant shift of the 

energy, it follows that the many˗body wavefunctions for all states (ground and excited) 

are determined. Therefore all properties of the system are completely determined given 

only the ground state density no(r). 

2. A universal functional for the energy E[n] in terms of the density n(r) can be defined, 

valid for any external potential Vext(r). For any particular Vext(r), the exact ground state 

energy of the system is the global minimum value of this functional and the density n(r) 

that minimizes the functional is the exact ground state density no(r). Therefore the 

functional E[n] alone is sufficient to determine the exact ground state energy and density. 
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With these simple assertions it follows that by minimizing the total energy of the system with 

respect to variations in the density function n(r) one could find the exact ground state density 

and energy. However, as mentioned previously, the functional only determines the ground 

state properties and not any excited states. 

 

 

2.3. The Kohn˗Sham Ansatz 

 

2.3.1. Overview 

Because of Kohn and Sham’s approach to replace the original many˗body problem by an 

auxiliary independent particle problem DFT has become the most widely used method for 

electronic structure calculations. It has led to a self˗consistent method involving independent 

particles but an interacting density, the crucial ingredient being the exchange˗correlation 

energy functional Exc[n]. 

 

 

2.3.2. Kohn˗Sham Variational Equations 

Solution of the Kohn˗Sham system is the problem of minimization with respect to either the 

density n(r,σ) or the effective potential     
 (r). This leads to the Kohn˗Sham      

Schrödinger˗like equations:˗ 

 

(   
     

 )  
 ( )             (2.7) 

 

Where εi are the eigenvalues and HKS is the effective Hamiltonian:˗ 

 

   
 ( )    

 

 
       

 ( )        (2.8) 

 

With:˗ 
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 ( )       ( )           ( )      

 ( )     (2.9) 

 

These equations are independent of any approximation to the functional        and would 

lead to the exact ground state density and energy for the interacting system if the exact 

functional        were known. Furthermore, it follows from the Hohenberg˗Kohn theorems 

that the ground state density uniquely determines the potential at the minimum so that there 

will be a unique Kohn˗Sham potential     
 ( )|         

 ( )  associated with any given 

interacting electron system. 

 

 

2.3.3. EXC And VXC 

By explicitly separating out the independent particle kinetic energy and the long˗range 

Hartree terms the remaining exchange˗correlation functional  Exc[n] can be approximated as a 

local (or nearly local) functional of the density. This means that the energy Exc[n] can be 

expressed in the form:˗ 

 

        ∫     ( )   (     )        (2.10) 

 

Where    (     ) is the energy per electron at point r that depends only upon the density 

n(r,σ) in some neighbourhood of point r. The exchange˗correlation potential    
 (r) is the 

functional derivative of     which can be written as:˗ 

 

   
 ( )      (     )    ( )

    (     )

  (   )
       (2.11) 

 

where    (     )  is defined by the previous equation and is a functional of the density 

n(      ). The great advance of the Kohn˗Sham approach over the Thomas˗Fermi 

approximation is that it is defined by the requirement that it yield the exact charge density. 

Thus, the application of the Hohenberg˗Kohn theorem to the Kohn˗Sham non˗interacting 

system implies that the exact density can be fit by only one    
 ( ) which is unique except for 

an additive term. 
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2.4. The Exchange Correlation Functional 

 

2.4.1. Overview 

The crucial quantity in the Kohn˗Sham approach is the exchange˗correlation energy which is 

expressed as a functional of the density       . In this section we explore some of the 

relevant approximate functionals. By explicitly separating out the independent particle kinetic 

energy and the long range Hartree terms the remaining exchange˗correlation functional 

       can be approximated as a local (or nearly local) functional of the density. Even though 

the exact functional        will most likely be very complex it is possible to approximate it 

with much success. 

 

 

2.4.2. Local Spin Density Approximation (LSDA) 

Kohn and Sham showed that solids can be considered approximately as a homogeneous 

electron gas (HEG) where exchange and correlation effects are local. So a Local (Spin) 

Density Approximation was proposed (LSDA) in which the exchange˗correlation energy is 

simply an integral over all space with the energy density assumed to be the same as in a HEG 

with that density. So, for a spin˗unpolarized system a local density approximation for the 

exchange˗correlation energy can be written:˗ 

 

   
        ∫  ( )   ( )           (2.12) 

 

Where ρ is the electronic density and     (the exchange˗correlation energy density) is a 

function of the density alone. The exchange˗correlation energy can be separated into the 

exchange and correlation terms linearly:˗ 

 

                     (12.13) 

 

The exchange term (  ) has a simple analytic form for the HEG but only limiting expressions 

for the correlation density (  ) are known exactly.  
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2.4.3. Generalised˗Gradient Approximation (GGA) 

The term generalised˗gradient approximation (GGA) refers to a variety of ways proposed for 

functions that modify the behaviour at large gradients in such a way as to preserve desired 

properties. GGAs are still local but take into account the gradient of the density at the same 

co˗ordinate:˗ 

 

   
             ∫    (         ⃗⃗     ⃗⃗   ) (  )        (2.14) 

 

GGA has provided good results for molecular geometries and ground˗state energies. There 

are now many GGA functionals in use today, the most widely known being the Perdew and 

Wang (PW91) [5] and Perdew, Burke and Enzerhof (PBE) [6]. In this thesis the PW91 GGA 

has been used throughout. 

 

 

2.5. Vienna Ab˗Initio Simulation Package (VASP) 

 

2.5.1. Overview 

VASP is a software package which performs ab˗initio quantum˗mechanical dynamics (MD) 

simulations using a plane wave basis set. All DFT computations of electronic total energies in 

this thesis have been performed using this package. The interactions between ions/electrons 

are described by ultra˗soft Vanderbilt pseudopotentials (US˗PP) or by the                  

projector˗augmented wave (PAW) method. These allow for considerable reduction of the 

number of plane˗waves per atom for transition metals and first row elements. By using such 

methods as these it is possible to achieve a “well converged” solution. By this we mean one 

that approximates to the true solution with a specific exchange˗correlation functional.  

 

 

2.5.2. Pseudopotentials 

Electrons in matter consist of core electrons (which are strongly localised in the closed inner 

atomic shells) and valence electrons (which exist further out). A plane wave basis set is 
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unsuitable for describing the core electron wavefunctions as a prohibitively large number 

would be required to accurately describe these oscillations. However, the core electron 

structure remains almost unchanged in different chemical environments and so can be 

approximated by the use of a pseudopotential approximation. Thus, by using a 

pseudopotential we can replace the strong Coulomb potential of the nucleus as well as the 

effects of the tightly bound core electrons by an effective ionic potential acting on the valence 

electrons.   

 

 

2.5.3. Ultrasoft Pseudopotentials (USPPs) 

The details of a particular pseudopotential define a minimum energy cut˗off used in 

calculations including atoms associated with that pseudopotential. Pseudopotentials requiring 

high cut˗off energies are called hard whilst the more computationally efficient 

pseudopotentials with lower cut˗off energies are called soft. Many modern pseudopotential 

calculations use the Kleinman˗Bylander form, otherwise known as “Ultrasoft” 

pseudopotentials (USPPs), developed by Vanderbilt in the early 1990s [13]. USPPs attain 

much smoother (softer) pseudo˗wavefunctions and use considerably fewer plane˗waves. In 

this thesis USPP have been used throughout with consistent use of the same type for every 

simulation. 

 

 

2.5.4. Reciprocal Space and K˗Points 

VASP uses density functional theory to provide a good atomic˗level description of all types 

of materials and molecules. By using plane wave basis sets with ultrasoft pseudopotentials 

calculations are performed in reciprocal space by using Fourier transforms. The reciprocal 

space that represents the most compact possible cell is called the Brillouin zone (BZ), inside 

the BZ there are no boundaries, every boundary point is a k vector determined from the 

k˗points. 
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2.5.5. Energy Cut˗Offs 

Bloch’s theorem tells us that the solutions of the Schrödinger equation for a periodic system 

are:˗ 

  ( )     (    )   ( )         (2.15) 

 

with   ( ) having the same periodicity as the supercell. This periodicity enables us to expand 

  ( ) as a set of plane waves:˗ 

 

  ( )   ∑                      (2.16) 

 

where G represents a reciprocal lattice vector. Combining these last two equations gives:˗ 

 

  ( )  ∑           (   )         (1.17) 

 

However, this summation requires an infinite number of possible values of G but because 

they can be interpreted as the solutions with kinetic energy. With this in mind we can truncate 

this infinite sum to include only the solutions with kinetic energy less than some value. And 

hence the infinite sum becomes:˗ 

 

  ( )  ∑     |   |     
     (   )         (2.18) 

 

This now leads us to a parameter that must be provided, namely the cut˗off energy, Ecut. This 

cut˗off energy is different for each atomic species because it is determined by how rapidly 

pseudopotentials vary. Whenever different atomic species are combined in any calculation 

the highest value should, of course, be used. Also, it is important to remember that whenever 

DFT calculations for multiple systems are compared to calculate energy differences the same 

cut˗off energy should be used in all calculations. 

 

 

2.5.6. Periodic Boundary Conditions 

Since our model of the crystalline surface is infinite in the x and y direction but finite in the z 
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direction we must take care to correctly model the boundary conditions. Adjacent x and y unit 

cells must be placed so that adjacent atoms are correctly spaced to correctly account for this. 

In the z direction we must ensure that the adjacent unit cell does not interact with the one next 

to it. This is known as the slab model. So, it is important when using such a model to ensure 

that there is enough vacuum space so that the electron density of the material tails off to zero 

in the vacuum and that the top of one slab has essentially no effect on the bottom of the next.  

 

 

2.5.7. Numerical Optimization 

Whenever iterative techniques are utilised it is important to be aware of numerical 

convergence. In order to make practical use of our ability to perform numerical DFT 

calculations we also need methods where we can search through a problem with many 

degrees of freedom. Important properties of numerical optimization and convergence 

include:˗ 

 

1. The algorithms are iterative so they do not provide an exact solution. 

2. An initial estimate (or best guess) must be provided to use the algorithms. 

3. The use of a tolerance parameter is required in order to estimate how close the solution is 

to the exact solution. 

4. Choosing an appropriate algorithm can greatly reduce convergence times. 

 

Various methods exist for minimisation of multi˗dimensional vectors of which perhaps the 

best known is called the conjugate˗gradient method for minimizing a general function E(x) 

where x is an N˗dimensional vector [23]. However, in all calculations utilised in this thesis an 

algorithm known as the Residual Minimization Scheme is used. This involves Direct 

Inversion in the Iterative Subspace and hence is called the RMM˗DIIS scheme for short [24].   

 

 

2.5.8. Geometry Optimization 

Various factors have to be considered when considering the topic of geometry optimization. 

Are we dealing with an isolated system or a lattice? What is to be our criteria for 

minimization? Are any of the atoms to be constrained (i.e. fixed in place)? For an isolated 
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system it is important to be aware that the system will be repeating in x, y and z directions 

and so a suitable distance should be provided in between the atoms in each periodic image in 

order to ensure that no interactions occur. In systems where we are dealing with a lattice 

structure it is even more important to be aware of the exact size of the periodic system as, in 

order to effectively model this system, adjacent atoms must be placed at the appropriate 

positions. 

A further consideration we must make whenever dealing with atoms is the force on each 

atom. Indeed, whenever optimizing any geometry to a relaxed state it is this factor more than 

any other that defines a stable system. In all calculations done in this thesis a cut˗off value of 

0.01eV/Å has been used. Why this figure? Well, if we change the atom’s position by a small 

amount, say Δr, then the change in the total energy due to this change can be estimated 

|  |   | ||  |, where | |is the force on each atom. This means that if the forces on all the 

atoms are less than 0.01eV/Å then moving an individual atom by 0.1Å, a relatively 

significant difference in terms of chemical bond lengths will change the total energy by less 

than 0.001eV, a small amount of energy. 

The final consideration to be made is whether or not we want some of the atoms to remain 

fixed in place. The only reason for doing this would be if we already knew where the atoms 

should be prior to optimization. When modelling the surface of a crystal we still need to 

know how these surface atoms will interact with any molecule placed upon it. However, 

when considering the bulk of the crystal it is reasonable to assume that these atoms will not 

significantly interact with the molecules and can thus be held in place. In the first section of 

this thesis when dealing with thymine it was chosen that the first two layers should be 

allowed to move and represent the surface and that the lower two layers be constrained and 

represent the bulk, therefore, with four layers in total representing the entire crystal. 

However, for the melamine section this was refined to the first three layers representing the 

surface and the lower two being constrained to represent the bulk. This time therefore having 

five layers in total. 

 

  

2.5.9. Choosing K˗Points 

When we numerically integrate over the Brillouin zone we need a reliable method of 

choosing K˗points. The Monkhorst˗Pack method [25] has been used here. When choosing   
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K˗points it’s important to remember that smaller supercells will become larger in reciprocal 

space and so will require proportionally more K˗points. For the z˗direction it is only 

necessary to use one k˗point because, if the vacuum region is large enough, the electron 

density tails off to zero a short distance from the edge of the slab and there is very little 

dispersion in the electronic band structure in this direction. 

 

 

2.5.10. Surface Relaxation/Energies 

When a surface relaxes there is no restriction on the spacing of the atoms like there is in the 

bulk. It is often the case that the spacings of the layers and separation of the atoms at the 

surface are somewhat different from those in the bulk. This is known as surface relaxation 

and occurs because the atoms on the surface are trying to minimise their energies. It is 

therefore important to use sufficient layers as to effectively model this effect whenever 

simulating a slab. Also, when choosing the lattice constant, the best approach is to use the 

value determined by a carefully converged DFT calculation for the bulk material using the 

same exchange˗correlation functional used in the surface calculations. Using the 

experimental value will lead to artificial stresses within the material. 

 

 

2.6.  Scanning Tunnelling Microscopy (STM) Simulation 

 

Scanning Tunnelling Microscopy (STM) was invented in 1981 by Gerd Binnig and Heinrich 

Rohrer [14] and has had great influence on surface science as it allowed scientists, for the 

first time, to study surfaces on a sub˗nanometre scale. The mechanics are quite simple, a 

metal tip is approached very close (~10Å) to a (semi) conducting surface and a bias voltage 

applied between the tip and surface. Due to the effect known as “quantum tunnelling” there is 

a small probability that the electrons will penetrate the potential barrier between the tip and 

the sample. 
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Figure 2.1:  A schematic view of a Scanning Tunnelling Microscope.  

 

 

The probability for tunnelling to occur [26] is given approximately by:˗ 

 

      [  √ (   )]        (2.19) 

 

Where d is the width of the barrier, E is the energy of the particle and V is the height of the 

potential barrier. The equation describes an exponentially decaying probability and decreases 

by an order of magnitude approximately every Ångström. This allows the STM to produce 

images on the atomic scale. From first order perturbation theory the tunnelling current if 

given by Fermi’s golden rule as:˗ 
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  (     )∑ { (   )    (      )    (   )    (      ) }    

 |   |
 
 (      )  (2.20) 

 

Where  ( ) is the Fermi function, V is the applied voltage,     is the tunnelling matrix 

element between states   of the probe and    of the sample and    is the energy of state    

in the absence of tunnelling. 

By using Bardeen’s approximation [15] of the matrix elements     and by assuming a 

spherical tip one can show that the tunnelling current is proportional to the local density of 

states (LDOS) of the sample:˗ 

 

 (     )   ∫     (  
     

  
    )         (2.21) 

 

And the first derivative of the tunnelling current is given by:˗ 

 

  

  
(     )     (         )   ∑ |  (   )|

  (          )  (2.22) 

 

where  (         )  is the LDOS in point     with energy       and   (   )  are the 

wavefunctions of the sample. This is known as the Tersoff˗Haman approximation [16,17] and 

gives reliable STM simulations. 
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Figure 2.2:  Illustration of the electrostatic potential of an adsorbed molecule (thymine) on a 

4˗layer surface (Cu) taken perpendicular to the surface. The diagram represents a 2D ‘slice’ 

through the system. The object within the red circle represents 4 Cu atoms:- 

 The left 2 are the Cu atoms that are fixed in place and represent the bulk of the crystal. 

 The right 2 are the Cu atoms that are un-fixed in place and represent the surface of the Cu 

crystal. 

The object within the green circle represents the thymine molecule:- 

 The first peak is the Oxygen-Nitrogen-Oxygen atoms that are covalently bonded to the 

Cu surface. 

 The second peak is the cyclic ring. 

 The third peak is the methyl group. 

 

In figure 2.2 the electrostatic potential has been averaged over the x˗y plane along the vector 

perpendicular to the surface. The surface is Cu(110) and it can be clearly seen that some 

molecule is placed on the surface. In the STM simulations the wave functions were 

extrapolated and a matching distance was determined which corresponds to the work function 

(Φ). This distance occurs when the electrostatic potential becomes constant and is where the 
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vacuum area begins (grey area). 

 

 

2.7. X˗Ray Photoelectron Spectroscopy (XPS) Simulation 

 

X˗ray photoelectron spectroscopy (XPS) measures the energy required to remove            

core˗electrons from atoms within a material. XPS spectra are obtained by irradiating a 

material with a beam of X˗rays while simultaneously measuring the kinetic energy and 

number of electrons that escape and requires ultra˗high vacuum (UHV) conditions. XPS can 

detect all elements with an atomic number (Z) of 3 and above. It cannot detect hydrogen or 

helium due to their small atomic radius. 

 

 

Figure 2.3:  The basic components of an XPS system. 

 

 

Figure 2.3 shows the experimental set up of an XPS system. Since core level shifts are highly 

sensitive to local electrostatic potentials, it is possible to use XPS to determine the local 

chemical environments an atom experiences within a molecule. Core level binding energies 
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can be calculated using DFT and these can then be related to experiment [18]. Figure 2.4 

shows the basic principles of the XPS technique. An X˗ray with energy hv per photon ionises 

the core of an atom. The kinetic energy Ek of the emitted electron is measured and the core 

level binding energy Eb (relative to the Fermi level) is given by:˗ 

 

             (   )    ( )       (2.23) 

 

where E(N) is the total energy of the neutral system and E(N˗1) is the total energy of the core 

ionised system and Φ is the work function, i.e. the smallest energy required to generate a 

photoelectron or to excite an electron at the Fermi level to the vacuum level. However, one 

must take into account the approximate relation between the measured core level binding 

energy and that of the occupied core level. The measured core level is related to the E(N) 

level (i.e. full shell) and the E(N˗1) level (i.e. minus one electron) [18]. 
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Figure 2.4:  Schematic illustration of XPS technique. 

 

 

There is a subtle difference between a core˗ionised atom and a core shifted atom. Equation 

2.24 applies to a core˗ionised system and not a chemically shifted system:- 

 

        (   )     ( )  ˗    (   )     ( )     (2.24) 

 

Where      is the energy if the core level shift,    is the energy of system a and    is the 

energy of system b. The total energies of the neutral system are obtained from DFT 

calculations and the core˗ionised system is approximated using the frozen˗core 

approximation [19]. This approximation assumes that the core˗hole stays localised when the 

atom is excited. This approximation is valid for molecules adsorbed on metal surfaces as the 

substrate acts as an electron reservoir and therefore the total energy of the system remains 
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relatively constant. In this thesis the Z+1 approximation was used although other methods are 

available [20]. In this technique the effect of removing a core˗electron is approximated by 

adding a proton to the core of the atom under consideration. This very rough method works 

by effectively approximating the core˗ionised atom with a valence˗ionised atom. 
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3. Chapter Three ˗ Adsorption of Thymine 

on Cu(110) 

 

3.1. Introduction 

 

Our knowledge of molecular self˗assembly on solid surfaces has increased significantly over 

the last few years. The molecular systems studied have been continuously growing in 

complexity and one area that has been studied extensively both experimentally and 

theoretically is self˗assembled monolayers of molecules with several kinds of interacting 

functional groups, such as DNA bases or amino acids. It is generally expected that for such 

molecules with multifunctional groups a hierarchical self˗assembly process exists. During 

this process directional bonds, i.e. hydrogen bonds, determine the formation of 

supramolecular structures in the first place (at low surface coverages), while weaker 

interactions, i.e. van der Waals (vdW) interactions, become more important with increasing 

surface coverage and then direct the subsequent self˗assembly of the supramolecules formed 

initially. For this kind of experiment, scanning tunnelling microscopy (STM) has proven to 

be the technique of choice since it allows a direct, real˗space determination of the symmetry 

properties of the molecular network as well as the unit˗mesh distances and angles at the 

atomic scale. However, to obtain further insight into the detailed molecular structures from 

the STM images, to address questions such as the molecular adsorption conformations and to 

distinguish the different interactions in self˗assembled structures, comparison with advanced 

theoretical modelling of the STM images is required. 

Over the past decade an initial picture has started to build up of how thymine bonds to 

Cu(110) [1,2,14˗16]. However, although many aspects are generally agreed upon, there are 

still many uncertainties and unresolved questions. There have been several different studies 

of thymine on Cu(110) now [1,2,14˗16], however a definitive study which amalgamates all 

the various data and resolves many of the questions has not yet been done. Although this 

study does help to clarify many of these questions it also raises many interesting questions as 

well. It is well known that many of the nucleotides have the ability to self˗assemble into 

repeating structures on different surfaces [1,2,14˗16] and thymine on Cu(110) is no 
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exception. Using Scanning Tunnelling Microscopy (STM) it has been shown by the 

Liverpool group that thymine self˗assemble into one dimensional (1D) filaments at room 

temperature (see Figure 3.1a). Upon annealing to 350˗400K, the filaments then appear to 

transform into two distinct directions adjacent to the [001] axis (see Figure 3.1b). By using 

this data, a basic model is now proposed as to how this process may be occurring. It is 

consistent with many of the previous studies and also helps to explain many of the results. 

 

 

 

Figure 3.1: STM images from UHV experiments of the thymine molecule adsorbed on the 

Cu(110) surface.  (a) At room temperature the molecules self˗assemble into rows along the 

[001] direction at a distance of around 3.6Å (˗0.3V, ˗0.33nA, 5x5nm
2
). Adjacent rows tend to 

form in the [110] direction at a distance of around 12Å. (b) After annealing to 350˗400K a 

second phase is observed by STM (˗0.27V, ˗0.45nA, 20x20nm
2
) which aligns in two distinct 

directions at angles ~±20
o
 to the [001] direction. 

 

 

The experimental results for thymine adsorbed on Cu(110) for Scanning Tunnelling 

Microscopy (STM), Reflection Absorption Infra˗Red Spectroscopy (RAIRS) and 

Temperature Programmed Desorption (TPD) are presented and discussed here. The STM data 

was first taken for a low coverage on an unannealed surface, then for gradually increasing 

temperature up to ~500K. The RAIRS spectra were taken for an increasing coverage at room 

temperature and then this was annealed until the thymine completely desorbed at ~640K in a 

verification of Alex McNutt’s [1,2] work. TPD data discussed later shows that hydrogen 

(a) (b) 

[001] 

[110] 

[001] 

[110] 
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desorbs between ~140K and ~370K with a peak at ~230K and then between ~500K and 

~700K with an intense peak at ~675K. 

 

 

3.2. Thymine 

 

Thymine (T, Thy) with chemical formula C5H6N2O2 (see figure 3.2) is one of the four 

nucleobases in the nucleic acid of DNA. The others are adenine, guanine and cytosine. It is 

also known as 5˗methyluracil and is a pyrimidine nucleobase and can be derived (as the name 

suggests) by methylation of uracil at the 5
th

 carbon. Both thymine and uracil have very 

similar molecular structures, with an essentially planar ring or cyclic structure, although for 

the thymine the tetrahedral methyl group has its hydrogens outside the plane. Both molecules 

contain two carbonyl groups, two ring nitrogen atoms and a carbon˗carbon double bond and 

possess Cs symmetry. In RNA, thymine is replaced with uracil and in DNA it binds to 

adenine via two hydrogen bonds stabilising the nucleic acid structures. They are 

distinguished solely by the introduction of a methyl group at the C5 position in the case of 

thymine (see Figure 3.2). As such they might reasonably be expected to exhibit similar 

adsorption behaviour, although the methyl group may have steric effects. Although a small 

molecule, it has many potential donor and acceptor sites [3] for hydrogen bonding. It is a 

complex and dynamic molecule and can have a variety of different metal coordination modes 

due to the tautomeric properties and diversity of functional groups. It can display mono˗, bi˗ 

and tri˗dentate binding interactions with metals. 
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Figure 3.2: The molecular structure of thymine. The carbons (C) are coloured in grey, the 

nitrogens (N) are coloured in dark blue, the oxygens (O) are coloured in red and the 

hydrogens are coloured in white. The atoms are numbered in order to distinguish them 

further.  

 

 

3.3.  The Tautomeric Properties of Thymine 

 

There is also the possibility of tautomerisation as illustrated in figure 3.3. The tautomeric 

interconversion occurs through the migration of a proton from one/both of the ring nitrogens 
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of the keto form to one/both of the exocyclic oxygen atoms. This is accompanied by a 

corresponding shift of electron density between the carbonyl and ring bonds. Thus, it exhibits 

keto˗enol tautomerism. The neutral molecular form is known to exist in the gas phase [4], as 

well as inert gas matrices [5,6] and solid crystalline state [7˗10]. The relative stabilities are 

such that the neutral form is observed exclusively in its keto form. The relative stabilities of 

these tautomers have been reported using geometry optimisation techniques [11˗13] which 

show that the keto form is the most stable by 72KJmol
˗1

 relative to the next most stable 

tautomer. 

 

 

 

Figure 3.3: The different tautomers of thymine. Image a) shows the stable structure of 

thymine which can oscillate into the short-lived tautomers shown in image b) and c). It is 
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then possible for the tautomers shown in b) and c) to oscillate into the even more short-lived 

tautomer shown in d).  

 

 

3.4. Previous Experimental Investigations of Thymine on 

Cu(110) 

 

There have been various experimental investigations into the adsorption of thymine on    

Cu(110) over the past few years and many studies have been done recently [1,2,14˗16]. 

However, although a consensus on many aspects of this system has now been reached there 

still remain many unanswered questions on the self˗assembly aspects and work is currently 

continuing into this highly relevant system. Molecular ordering is, in general, controlled by a 

complex interplay between (weak) intermolecular, non˗covalent binding forces                 

(e.g. hydrogen bonding and van der Waals interactions) and molecule˗substrate (generally 

covalent bonding) interactions. STM based studies tend to focus on topographic imaging 

techniques which normally focus on elucidating possible intermolecular interactions. 

Spectroscopic studies on the other hand allow for insights into the general arrangement and 

positioning of the molecule on the surface as well as possible metal˗molecule interactions and 

adsorption configurations. 

A series of spectroscopic studies have shown an agreement on an upright positioning of the 

molecular plane with respect to the surface. These also tend to show that it is the top most 

surface layer of the Cu(110) to which the thymine bonds to. This is as expected as this is by 

far the most exposed layer and, as no surface restructuring has been shown to occur in     

Cu(110), these rows are reasonably spaced apart (i.e. by one lattice constant ~3.6Å). 

Reflection Absorption Infrared Spectroscopy (RAIRS) [1,14,17], Angle˗Resolved          

Ultra˗Violet Photoemission (ARUPS) [18] and Near˗Edge X˗Ray Absorption Fine Structure 

(NEXAFS) [15,17] experiments all agree that the thymine molecules have their molecular 

planes essentially perpendicular to the surface and aligned to the (close˗packed) [110] 

direction. Soft X˗Ray Photoelectron Spectroscopy (SXPS) of thymine deposited at room 

temperature on Cu(110) [15] indicates that the positions of the two oxygen atoms within the 

thymine molecule are essentially equivalent. That is to say that they are both covalently 

bonded to one of the outermost Cu atoms and are both positioned essentially atop of one 
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these. However, these experiments also show that the two nitrogen atoms in the cyclic ring do 

not bond to the surface in the same positions. This strongly implies a three˗point contact 

configuration for the adsorption of thymine on Cu(110) from room temperature up to ~550K. 

This consists of both carbonyl atoms O(2) and O(4) and a (deprotonated) N(1) atom with 

each bonding atom adopting near atop sites on the outermost Cu surface layer [15]. It is 

essential that the N(1) be deprotonated in order for this configuration to be possible and TPD 

data (see figure 3.4) reveals that deprotonation does indeed occur at below room temperature. 

 

 

3.5. Experimental Details 

 

Three multi˗analytical UHV chambers with base pressures less than 5 x 10
˗10

 mbar were used 

for this study. RAIRS and TPD studies were carried out using a sample mounting in which a 

Cu single crystal was fixed to copper supports connected to a Dewar container through Ta 

wires. STM studies were performed with a different configuration and Tantalum (Ta) wires 

were used to fix the sample to a Ta plate. Ta was used due to its inertness as well as its high 

melting point. For all systems Cu(110) crystals were cleaned by cycles of Ar
+
 ion 

bombardment, flashing and annealing to 800K. LEED was used to confirm sharp (1x1) 

pattern characteristic of clean Cu(110). Thymine (>99% Sigma˗Aldrich) was loaded into a 

glass crucible in the molecular evaporator.  After thorough degassing of the thymine crucible 

by keeping the crucible at 350−400K for ~24 hours thymine molecules were deposited on the 

clean Cu(110) substrate by thermal sublimation from the molecular evaporator held at 

350˗400K. The substrate was held at room temperature in the case of STM and RAIRS, and 

held at the specified temperatures for LT˗RAIRS and TPD. 

Reflection Absorption Infrared Spectroscopy (RAIRS) experiments were recorded using a 

Mattson 6020 FTIR spectrometer, equipped with a liquid nitrogen cooled HgCdTe detector. 

The spectrometer was operated with a resolution of 4cm
˗1

, with the addition of 256 scans. 

Spectra were recorded throughout a continuous dosing regimen as sample single beam 

infrared spectra, and ratioed against a reference background single beam representing the 

clean Cu(110) surface. TPD data were acquired using a Sensorlab Mass Quadrupole analyser.  

STM data were collected at room temperature with an Aarhus 150 SPECS STM. All 

experiments were carried out for coverages up to 1 monolayer (ML). 
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3.6. Current Experimental Investigations of Thymine on 

Cu(110) 

 

Electronic structure calculations of infrared spectroscopy were performed with the 

Gaussian03 package [19] using the hybrid density˗functional method B3LYP and the basis 

set 6˗311+G(d,p) [20]. This study was carried out by Prof. Per Uvdal using the Linux cluster 

at Lunarc, The Centre for Scientific and Technical Computing for Research at Lund 

University. Calculations were performed using three metal atoms to represent the surface 

(Figure 3.5e). During the optimization the copper atoms are frozen at the corresponding bulk 

values (2.55Å and Cu˗Cu˗Cu bond angle 180˚). This low representation of the surface has 

been used previously for terminal coordination [21]. 

TPD data recorded for thymine adsorption on Cu(110) from 100K up to 750K (Figure 3.4) 

reveal a number of interesting features. The first relevant feature of the spectra corresponds to 

a broad hydrogen desorption  (m/z=2) which begins at just over 100K. This reaches a peak at 

~225K. The peak then gradually tapers off until ~300K when a further peak is observed 

accompanied by a second at ~350K. This is interesting as this is also accompanied by a 

desorption of thymine (m/z=127) in the range 300K˗350K. This feature reveals a first 

deprotonation of the adsorbed molecule below room temperature, previously reported in the 

literature under different conditions [1,14˗17,23˗24]. The molecular desorption spectrum  

(m/z = 127) only displays a very weak single peak centred at ~350K (in the range of the   

10
˗13 

mbar) corresponding to a small molecular desorption. There is no sign of change in the 

molecular adsorption configuration according to IR data (see Figure 3.5). It is unclear 

whether or not any further hydrogen desorption occurs, however, peaks can clearly be seen at 

~560K and ~600K. It is possible that these could correspond to a further deprotonation of the 

N(3) amide group. A final molecular desorption occurs at ~660K through molecular 

decomposition as shown by peaks on both spectra 3.4a and 3.4b which represents the 

formation and desorption of H2 and CO respectively on the process. 

Reflection Absorption Infrared Spectroscopy (RAIRS) data for thymine adsorbed on        

Cu(110) has been collected in order to establish its adsorption state for every phase observed 

in the thermodesorption spectra. Figure 3.5a shows RAIRS data for a multilayer of thymine 

recorded at low temperature (213K). Desorption of the condensed layer by annealing to room 
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temperature is shown in figure 3.5b. A further annealing of the monolayer to 373K is shown 

in figure 3.5c. The RAIRS spectrum for thymine adsorption on Cu(110) at room temperature, 

figure 3.5b, is principally characterised by two very intense peaks corresponding to the 

stretching vibration of both carbonyl groups (C2=O and C4=O), at 1658cm
˗1

 and 1623cm
˗1

 

respectively, suggesting a very intense perpendicular component of both the exocyclic groups 

with respect to the surface. This orientation is supported by the high intensity of all in plane 

modes in contrast to the weak intensity of those out˗of˗plane modes, agreeing with most 

spectroscopic studies in the literature [14,22A downward shift of both C=O stretching 

vibrations has been detected with respect to those on the multilayer (1678cm
˗1

 and 1709cm
˗1

) 

and polycrystalline (1678cm
˗1

 and 1731cm
˗1

) [25] species. These quite large shifts have been 

recorded for thymine, uracil and derivates in a variety of coordination forms in the literature 

[14,22˗23,26˗30], indicating that both carbonyl groups interact with the surface, probably 

through the lone electron pair of the oxygen atoms [18]. 
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Figure 3.4: TPD spectra obtained for a saturated monolayer of thymine adsorbed from     

100˗750K. Masses corresponding to the desorption of  (a) H2 (m/z= 2), (b) CO (m/z= 28) and 

(c) the molecular peak (m/z= 127). 
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The relative intensities of both carbonyl peaks provide a further insight for the assignment of 

these peaks. According to the theoretical calculations by Prof. Per Uvdal, spectrum 3.5d, and 

literature assignments [1,22˗25], the more intense peak at 1623cm
˗1

 corresponds to the 

carbonyl in position 4 (C4=O), whereas the weaker peak at 1658cm
˗1

 is assigned to the 

stretching vibration from the carbonyl group in position 2, this being later shifted from 

1709cm
˗1

 in the multilayer spectrum. The difference in intensity between these two stretching 

vibrations arises from the coupling of the carbonyl group in position 4 and the double bond 

between positions 5 and 6 (νC4O + νC5C6) (1678cm
˗1

 in the multilayer). This assignment 

allows us to ascertain that both stretching vibrations suffer very similar downshifting (around 

55cm
˗1

 each), suggesting that the contribution of both carbonyl groups to the metal˗molecule 

interaction are very similar and that both sites remain very close to the surface. 

The proposed three˗point contact adsorption configuration (Figure 3.5e) is also supported by 

the equal contribution of both carbonyl groups in the molecule˗metal interaction. Direct 

evidence of an N(1) deprotonated state by infrared spectroscopy arises from the appearance 

of two new peaks associated with the symmetric and asymmetric stretching vibrations of the 

[OCNCO]
˗
 moieties, at 1392cm

˗1
 and 1545cm

˗1
 respectively (1380cm

˗1
 and 1507cm

˗1
 in the 

calculated spectrum). This conjugated system has also been detected in other IR studies in the 

literature. Lippert et al. [23] observed an intense band around 1500cm
˗1 

for 1˗methyl thymine 

complex of (Pt, Ag), in which proof of the deprotonated N3 group bonded to Pt or Ag is 

given by X˗ray diffraction. In another infrared study of anionic thymine derivates in alkali 

medium, Wierzchowski et al. [24] detected two bands corresponding to the anionic thymine 

species at 1384cm
˗1

 and 1581cm
˗1

, and again 1384cm
˗1 

and a combination of 1574cm
˗1 

and 

1593cm
˗1

 for the 1˗methyl thymine, whereas these bands were absent in the case of 3˗methyl 

thymine. The IR spectrum shown in figure 3.5c recorded at 373K reveals no substantial 

change in the adsorption configuration. The principal features remain unchanged and the 

overall interpretation of the spectrum with respect to the one at room temperature (see figure 

3.5b) remains the same. This suggests that the molecule˗surface interaction remains 

essentially unvaried in this range of temperatures. 
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Figure 3.5: RAIRS spectra obtained for a saturated monolayer of thymine adsorbed at 213K 

(a) and subsequent annealing to 300K (b) and 373K (c). Spectrum (d) corresponds to a 

theoretical calculation on the presumed anionic species adsorbed on Cu(110) at room 

temperature via a three˗point contact interaction with the surface, represented in (e). 

 

 

The presence of two exocyclic oxygens, two ring nitrogens, and a conjugated π˗system in the 

molecular plane gives rise to a multitude of bonding possibilities with the surface. The 

calculations by Prof. Per Uvdal yielded the spectrum shown in figure 3.5d which, upon 

comparison with experimental evidence shows very good agreement and gives evidence to 

the adsorption geometry shown in figure 3.5c. These results suggests a molecule˗surface 

interaction that includes the two carbonyl groups and the deprotonated N(1) nitrogen bonding 

with consecutive Cu atoms aligned on the [110] direction as shown in Figure 3.5e, in 

agreement with the literature [15˗18]. The anharmonicity of the vibrational modes of the 

present system is treated by an experimental scaling factor of 0.9941 which brings the     

υs(C˗O) + δ(NH) mode into complete agreement with the experimental value. This scaling 

factor gives a better agreement with experiment than the general scaling factor 0.9679 

determined with the 6˗311+G(d,p) basis set [20] making the mode assignment more 

transparent (Table 3.1). The intensities include only the components of the dynamic dipole 

moments normal to the surface, that is, in the Cs plane of the molecule and perpendicular to 

the Cu˗Cu˗Cu bond direction. The mode assignments are approximate and based on 

inspection using GaussView [31]. 

High resolution STM images (Figures 3.6˗3.8) show thymine molecules adsorbed on       

Cu(110) imaged as oval protrusions. The size of these protrusions is approximately 

(2±0.2)x(5±0.5)Å
2
, as expected for an upright positioning of the molecule, with the molecular 

plane roughly aligned along the [110] direction as described above (Figure 3.5e). The shapes 

of the protrusions are also in agreement with the literature. Notably, Li et al. [22] have found 

thymine to show the same shape when adsorbed on Au(111), and Caciuc et al. [16] reported 

simulated STM topographies for the same three˗point adsorption model of thymine on 

Cu(110) which matches the observations reported in this study. The size of the molecule 

remains unvaried under the different conditions studied, reinforcing the observation that no 

change in the adsorption state occurs below ~400K. 
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Multilayer 

213K 

Monolayer 

300K 

Calculation Polycrystalline 

[25] 

Assignments 

761 773 777 761 ι ring 

801 816 814 814 β ring, ν ring 

875 ˗ ˗ 847 γ C2O, γC4O 

˗ 920 ˗ 935 γ C6H 

982 ˗ 1000 984 γ NH 

1026 1030 1031 1030 β ring, ν ring 

˗ ˗ ˗ 1048 γ CH3 

1155 1151 1166 1152 ι CH3 

1215 1215 1212 1215 ν C5C11 

˗ 1250 ˗ 1246 ν ring 

1271 1270 ˗ 1257 ν ring 

˗ 1351 1362 1366 β CH3
sym

, β C6H 

1386 ˗ ˗ 1383 β CH3
ass

 

˗ 1392 1380 ˗ ν CO
 sym

 [OCNCO]
˗
 

1411 1408 1414 1406 β N3H 

1426 ˗ ˗ 1428 β CH3
ass

 

1462 1468 1467 1447 β N1H 

1480 ˗ 1489 1482 ν ring 

˗ 1545 1507 ˗ ν CO
 ass

 [OCNCO]
˗
 

1678 1623 1625 1678 ν C4O + ν C5C6 

1709 1658 1672 1731 ν C2O 

 

     

 

Table 3.1: Vibrational assignments for RAIRS data obtained for a saturated monolayer of 

thymine adsorbed at 213K (a) and subsequent annealing to 300K (b). Reference data from a 

model N(1) deprotonated system adsorbed on Cu(110) at room temperature and 

polycrystalline thymine are also shown for comparison. 
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Figure 3.6: Constant current STM images of thymine adsorbed on a saturated Cu(110) 

surface dosed and recorded at room temperatures. The figure shows:˗ 

a) A 30x30nm
2
 image (It: ˗0.430nA; Vt: ˗611.3mV) of several thymine arrangements 

including a step edge with assembled molecules following the contour. 

b) A 10x10nm
2
 image (It: ˗0.330nA; Vt: ˗305.8mV) showing in more detail the                

self˗assembly and the constant separation between these 1D chains. 

c) A higher magnification 3.4x2.8nm
2
 image of the previous image showing in greater detail 

the molecular arrangement in every chain. 

d) A schematic representation of the molecular positioning with respect to the Cu(110) 

reconstruction. 

e) A 6.7x3.8nm
2
 image (It: ˗0.390nA; Vt: ˗437mV) of four consecutive chains with two line 

profiles. The blue line profile represents the variation in intensity along the (001) 

direction. The green line represents the variation in intensity along the (110) direction. 

 

 

The self˗assembly of thymine on Cu(110) under UHV conditions consists of 1D chain˗like 

structures for temperatures ranging from room temperature up to ~400K (Figures 3.6˗3.8). 

We can, however, distinguish two different phases from the STM images under these 

conditions. A first phase is observed at room temperature (Figure 3.6) showing thymine 

molecules arranging mainly in rows along the [001] direction as well as a second phase, 

where the chain˗like structures align approximately along both the [112] and [˗1˗12] 

directions upon annealing of the substrate to temperatures over ~350K (see figures 3.7˗3.8). 

Phase 1 (Figure 3.6), observed from room temperature up to ~350K, has domains consisting 

of 1D chains with every molecule separated by ~3.6Å. This implies a close packing 

alignment of thymine molecules on consecutive Cu rows, with sets of rows separated by over 

12Å. This suggests that long distance interactions occur between rows. Molecules in this 

phase are believed to interact only weakly since there´s a high mobility of these structures 

along the [110] direction and molecules inside the chains can occasionally drift up or down 

briefly before going back to their original positioning. Furthermore, it is clear that molecular 

assemblies follow the contour of step edges (Figure 3.6a), indicating that the driving force for 

the self˗assembly across the [001] direction isn´t strong enough to prevail on the irregular 

edges of a terrace. 
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Further insight into the assembly of the phase 1 strands was gained during STM 

investigations. Figure 3.7 is a series of images taken at approximately 1 minute intervals (the 

length of time required to scan an image) and shows the stages in which a filament is 

forming. The images give some insight into how this process may be occurring. A brief 

description of this process follows:˗ 

a) Filament is formed except for a break in the top strand. 

b) This break is reformed and another short strand comes in from the right close to the lower 

strand. 

c) This then appears to cause the lower strand to detach and a short double˗strand is formed. 

d) The top of this strand breaks off slightly. 

e) The lower strand reattaches itself and the top strand reforms. 

f) The top strand now attaches and a complete double strand is now formed. 

 

This is only one example of the process and a whole series of images were made during the 

analysis which seemed to be showing that thymine molecules, although in a constant state of 

flux, demonstrated that they were being guided to attach onto the ends of existing filaments. 

It can only be speculated as to what interaction is causing this to occur but directional 

hydrogen bonding or van der Waals interactions are the most likely candidates. 

 

 



 

63 

 

 

Figure 3.7: STM images (Vt = ˗1.50V, It = 0.20nA) showing assembly of thymine molecules 

on Cu(110) adsorbed at room temperature. The images were taken at approximately 60 

second intervals. The highlighted regions correspond to the same filament structure and show 

how it can self˗assemble and disrupt on a timescale of seconds/minutes. 

 

 

A different molecular arrangement appears when the system is annealed over 350K. This 

second phase is characterized by 1D molecular arrangements disposed approximately along 

the [112] and [˗1˗12] directions. These rows are formed out of pairs of thymine molecules 

equally placed on consecutive [110] rows, separated by ~3.6Å the same as for the room 

temperature phase, with a subsequent pair orientated one Cu atom up in the [˗1˗14] or down 

in the [114] direction. This arrangement aligns along overall directions of [˗1˗12] and [112] 

and thus disrupts the mirror symmetry of the underlying Cu(110) surface. Rows are separated 

by ~7Å which suggests stronger interactions between rows than in the case of the lower 

temperature phase. The appearance of this second phase is hinted by TPD data (see figure 

3.4) where a small simultaneous hydrogen and molecular desorption is observed at ~350K.  

 

(c)(a) (b)

(f)(d) (e)

[001] 
[110] 

[001] 
[110] 

[001] 
[110] 

[001] 
[110] 

[001] 
[110] 

[001] 
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Considering the low temperature of the transition between phases 1 and 2, it is reasonable to 

assume that phase 1 may be a kinetic assembly, whereas phase 2 may be the more stable 

thermodynamic product and the mild annealing required to switch between the two phases 

reflects the low barrier for this transition. 
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Figure 3.8: Constant current STM images of thymine adsorbed on a saturated Cu(110) 

surface dosed and recorded at room temperatures after annealing to ~370K. The figure 

shows:˗ 

a) A 20x20nm
2
 image (It: ˗0.450nA; Vt: ˗273.4mV) of a highly covered surface. Thymine 

arrangements in both [112] and [˗1˗12] directions are observed. 

b) A 10x10nm
2
 image (It: ˗0.400nA; Vt: ˗273.4mV) reveals more insights into both 

directional arrangements. 

c) A higher magnification 1.8x1.8nm
2
 of the previous image shows in greater detail the 

molecular arrangement in every chain. 

d) A schematic representation of the molecular positioning with respect to the Cu(110) 

reconstruction. 

e) A high definition 1.5x1.9nm
2
 image (It: ˗0.410nA; Vt: ˗273.4mV) of the [112] 

arrangement. 

f) The [˗1˗12] arrangement with line profile showing the dimer˗like structure of every 1D 

chain with two line profiles. The blue line profile represents the variation in intensity 

along the (001) direction. The green line represents the variation in intensity in between 

thymines on different Cu rows, i.e. 1 Cu in the (001) direction and 1 Cu in the (110) 

direction. 

 

 

 

3.7. Thymine Bonding to Cu(110) 

 

Experimental techniques have managed to ascertain how the thymine molecules are adsorbed 

on the Cu(110). These have determined that the molecule is bonded covalently to the 

outermost layer of the Cu(110) surface via the lone pair electrons of the O(2) and O(4) 

oxygen molecules and the deprotonated N(1) nitrogen in˗between the two (see figure 3.2) 

aligned along the [110] direction. Although the single molecule is most likely aligned with 

the cyclic group perpendicular to the surface, previous studies [1,2,14˗16] seem to indicate 

that intermolecular forces probably caused this to angle up to ~±20
o
 to the vertical. The 

object of this PhD was to investigate the energetics of thymine assembly at the surface, 

including various different arrangements and orientations. 
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Figure 3.9: Single thymine molecule adsorbed on a 5x7 Cu(110) surface. In a) the thymine is 

bonded with the cyclic plane aligned along the [110] direction. Here ΔETot=˗1.990eV 

(calculated). In b) the thymine is bonded with the cyclic plane aligned along the [001] 

direction. Here ΔETot=˗1.416eV (calculated). 

 

 

By relaxing the separate components of the system (i.e. the surface and the molecule) and 

then combining the systems an enthalpy of formation was calculated. If the reaction is 

exothermic (i.e. the total energy of the separate systems being greater than that of the 

combined components) the value will be negative. If the reaction is endothermic (i.e. the total 

energy of the separate systems being lower than that of the combined components) the value 

will be positive. Therefore, if the energy of the combined system is subtracted from the 

separate systems the difference between the two results in a representation of the overall 

stability of the system being analysed. The thymine molecule is deprotonated at the N(1) site 

so the molecule undergoes dehydrogenation during the dosing process. Therefore, a 

simulation of both an isolated thymine and a hydrogen molecule were required. 

 

a) 

b) 
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The reaction can be summarised as follows:˗ 

 

ΔESC + ΔETM            ΔES + ½ΔEHM             (2) 

 

And the overall enthalpy of formation is therefore:˗ 

 

ΔETot = ΔESC + ΔETM ˗ ΔES ˗ ½ΔEHM             (3) 

 

Here ΔETot is the enthalpy of formation of the chemisorbed thymine molecule on the        

Cu(110) surface, ΔESC is the enthalpy of formation of the Cu(110) surface, ΔETM is the 

enthalpy of formation of the thymine molecule, ΔES is the enthalpy of thymine and Cu(110) 

surface and ΔEHM is the enthalpy of the hydrogen molecule. This basic analysis technique 

was utilised throughout and gave results reflective of the stability of the particular orientation. 

The simulations began with a single molecule on a 5×7 unit cell. As it was believed that the 

molecule was oriented along the [110] direction, a comparison was first made with another 

possible orientation, i.e. along the [001] direction. A simulation with the thymine bonded 

directly above the second row of Cu atoms was also performed but failed to converge, further 

demonstrating a preference for the thymine bonding to the top layer of Cu atoms. 

 

The relative stabilities demonstrate clearly that the [110] alignment is the preferred 

orientation in accordance with experimental data. The images of the relaxed thymine 

molecule oriented in the [110] direction show that the oxygen atoms slightly contort the 

outermost Cu layer by slightly pulling the Cu atoms below in an upward direction. However, 

with the thymine orientated in the [001] direction the surface is much more dramatically 

restructured with an upward and a lateral displacement of the outermost Cu layer. This leads 

to some restructuring of the second layer also. 

 

 

 

 

 

 

 



 

69 

 

3.8. Theoretical Data and Analysis 

 

3.8.1. Overview 

Many VASP simulations of thymine on Cu(110) have been carried out. Although these have 

been done on many different unit cell sizes they have all been done on unit cells with 4 layers 

of Cu atoms. The lower two have been fixed in place and represent the bulk of the crystal. 

However, the upper two were allowed to move and represent the surface of the crystal.  The 

first few simulations were carried out in order to test and to verify the accumulated 

experimental data on how it was thought that the thymine bonded to the surface. Various 

stretches had been observed on RAIRS images and NEXAFS experiments had further 

narrowed down the possible ways that the thymine molecule was arranged upon the surface. 

So, it seemed logical to begin with as small a unit cell as possible in order to isolate a single 

thymine molecule. NEXAFS, TPD and RAIRS data strongly suggested that the thymine was 

bonded to the surface via the two oxygen molecules O(2) and O(4) and a deprotonated N(1) 

atom along the [001] direction. NEXAFS data also suggested that the molecule was angled in 

some way, however, the exact amount of angling was unclear. Also, NEXAFS data suggested 

that the amount of angling in all but the [001] axis was relatively small. It seemed reasonable, 

therefore to begin by positioning the thymine as close to these values as possible. 

Many parameters had to be set before this system could successfully be used to model this 

system and these were altered and improved upon during the course of simulations. The 

system consisted of 5 separate atomic species in total. The surface contained just one, namely 

Cu, however, the thymine molecule contained 4 separate atomic species, namely Carbon (C), 

Nitrogen (N), Oxygen (O) and Hydrogen (H). All relevant criteria of these 5 different atomic 

species had to be defined and these are all contained in four files. The simplest of these files 

was the file called KPOINTS. VASP uses Fast Fourier Transforms (FFTs) in order to 

efficiently compute an inverse matrix of our system. This radically improves the speed of 

calculations. However, the number of “k˗points” must be specifically defined as well as their 

exact nature. These are set in the KPOINTS file and are unique to each different unit cell. 

Also, in order to keep processing speed to a minimum these must be set to the minimum 

possible (integer) values. A rough formula was used throughout which was later refined. 

However, this can produce accuracy problems when comparing simulations performed on 
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different sizes of unit cells so it is always advisable to use the same size unit cell wherever 

possible. 

The POSCAR file is another relatively simple file that is used throughout the analysis. This 

file sets the number, type, positions and size of unit cell to be used. It also specifies which 

atoms are to be held in place and which are to be allowed to move freely. Another, related file 

is called the CONTCAR file. Each structural iteration generates a new CONTCAR file 

containing the new positions of the atoms. To begin a new series of iterations the CONTCAR 

file must be renamed the POSCAR file. The third necessary file is called the INCAR file. 

This specifies the number of iterations to be made, the criteria for terminating structural 

relaxation and the type of algorithm to be used. It also sets the Wigner Seitz radius for each 

type of atom in the simulation. The final (and largest) file needed is called the POTCAR file. 

This contains all the information for each pseudopotential to be used for each atomic species. 

It also contains the mass, valence and energy of the reference configuration for which the 

pseudopotential was created. 

Two further files are worth mentioning briefly as they can speed up structural relaxations 

somewhat. Each iteration generates a file called CHGCAR which contains the lattice vectors, 

atomic co˗ordinates and the total charge density (multiplied by the volume) of the system. It 

also generates a file called WAVECAR which contains the initial eigenvalues, Fermi˗weights 

and wavefunctions of the system. Both these files are very large (especially the WAVECAR 

file which can be <1Gb) and take much processing power to generate. Each iteration 

generates a modified version and so, if stored from a previous series of iterations, can often 

reduce the time taken to create the first iteration by at least an order of magnitude.  

Due to the inaccuracies of DFT it is not always best to use the same lattice spacing in 

simulations as in experiment. The experimentally determined lattice spacing for Cu is 

~3.61Å. However, when simulations are run using this value, the measured interatomic forces 

in the lattice are very high. Thus, it is necessary to use a slightly different value when 

modelling the surface. The most effective value (i.e. the one that relaxes to the lowest energy) 

is 3.64Å, which is the compiled lattice constant for bulk Cu. This is a systematic error and 

means that distances can never be realistically gauged to more than ~±0.05Å. Allowing for 

other non˗systematic errors it seems reasonable to approximate all errors in distance in our 

calculations to ~±0.1Å. 
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Symmetry arguments are used throughout this thesis in order to justify the universality of our 

models. Also, attempts are made to justify many of the simplifications used, mainly in order 

to minimise the amount of processing power used. Even using many high speed processors 

operating in tandem it would still often take several hundred iterations and many days (weeks 

or even months) to run some of these simulations so it became necessary to keep these 

models as simple as possible whilst still being realistic enough to give accurate values for 

both the energies and bonding positions of the molecules involved. 

 

3.8.2. Gas Phase Thymine And Hydrogen 

The gas phase thymine molecule was modelled in a 15x15x15Å
3
 unit cell which allowed for 

a minimum separation of <9Å. As the x, y and z directions are non˗concomitant, the K˗points 

were all set to 1. As accurate as possible values were necessary for this particular simulation 

as it was to be used for reference in all our thymine simulations. Initial models did not 

incorporate non˗ab˗initio corrected dispersion interactions. Although the gas phase unit cell 

size was determined to eliminate any long˗range interactions between adjacent thymine 

molecules there is the possibility of self˗interaction within the molecule itself and when these 

were accounted for the molecule was found to be almost 0.25eV more stable. 

For consistency, the gas phase hydrogen was modelled in exactly the same way as the gas 

phase thymine in a 15x15x15Å. Self˗interaction via dispersion interactions in such a small 

and symmetric molecule is unlikely to be an issue but a simulation was run correcting for 

such issues nonetheless. A much larger issue is whether one of the final products is indeed H2 

gas. Although H2 gas was observed being emitted during TPD experiments (see figure 3.4) 

the question as to whether all the hydrogen leaves the surface has not yet been fully resolved. 

If indeed some of the hydrogen remains on the surface (as seems quite likely) then this is a 

source of systematic of error. Hydrogen bonded onto the Cu surface forms a much less 

localised (and thus weaker) bond than H2 gas. However, our models are static in nature and 

are trying to simulate two relatively stable states, an initial one and a final one. If one of the 

states is dynamic in nature (i.e. hydrogen atoms moving around on the surface) then it is very 

difficult to accurately measure its actual stability.   
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3.8.3. Isolated Thymine Bonded to Cu Surface 

Throughout this thesis the systems that were modelled became progressively more and more 

complex so arguments are constantly used to justify these various simplifications. The first 

dozen or so simulations were performed in order to try and familiarise ourselves with the 

system and to attempt to verify much of the experimental data. The first thing that had to be 

determined was what size unit cell to use. The first unit cell contained 60 Cu atoms in 4 

layers (2 fixed, representing the bulk and 2 were allowed to move, representing the surface). 

Each layer therefore contained 15 Cu atoms. These were arranged 3 rows in the [110] 

direction and 5 rows in the [001] direction. No surface reconstruction has been observed for 

Cu(110) and this was further confirmed when this unit cell was relaxed. This effectively 

produced a model of an infinite sheet of Cu atoms with a single thymine bonded along both 

the [001] and the [110] direction, separated by <7Å to be created (see figure 3.10). 

The first simulations involved placing a single thymine upon this surface. It seemed 

reasonable to begin by placing the molecule close to the position suggested by previous 

literature. This involves deprotonation at the N(1) position and covalently bonding to the top 

most layer of the crystal. Resulting geometry is shown in figure 3.10a with                      

ΔETot = ˗2.328eV.  The O˗Cu bonds are found to be ~2.0Å in agreement with NEXAFS data 

[15]. The STM simulation for this configuration (see figure 3.11) shows a double lobed 

feature. Additionally, the thymine was placed on the surface at a slight angle (~6
o 

along the 

y˗axis as shown in figure 3.12 to determine:˗ 

a) If this was a stable position. 

b) If it preferred the untilted geometry shown in figure 3.10.  

c) What this energy was. 

 

Here ΔETot = ˗1.981eV, showing that the tilted position is not preferred in the isolated 

thymine molecule. We also examined a possible alternative bonding position. When the 

thymine was rotated 90
o
 about the z˗axis through the N(1) atom and placed with the plane of 

the molecule aligned along the [110] direction of the crystal. In figure 3.10b, the ΔETot for 

this geometry is ˗1.416eV and is substantially unfavoured w.r.t. the previous geometry. Also 

that the covalent bonds between the O(2) and O(4) oxygens and the Cu surface are longer 

than in our previous model (see figure 3.10) and the oxygens also distort the bonding Cu 
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atoms and effectively pull them ~0.25Å from their preferred lattice positions, a relatively 

large distance. 

 

 

 

b) 

a) 



74 

 

Figure 3.10: Isolated thymine chemisorbed onto the Cu(110) surface. Grey spheres represent 

Cu atoms undeviated from original positions. Copper coloured spheres represent positions of 

Cu atoms after relaxation of thymine on the surface. In a) thymine is bonded with the cyclic 

plane parallel to the [110] direction and in b) the thymine is bonded with the cyclic plane 

parallel to the [001] direction. In a) ΔETot = ˗2.328eV (calculated) and in b) ΔETot = ˗1.416eV 

(calculated). 

 

 

As determined by spectroscopic observations we have to assume that the difference between 

these two phases is due to inter˗molecular forces and thus it has nothing to do with the 

adsorption configuration which remains unchanged at this stage. This fact suggests that the 

driving force for the formation of both self˗assembled structures partly comes from some 

attractive intermolecular interactions during diffusion processes at room temperature since no 

individual molecules are found under the studied conditions. No change in the assembly 

properties has been observed to be dependent on the coverage. However, the high molecular 

mobility of rows observed in phase 1 suggests the presence of a mildly strong interaction 

between molecules. In opposition molecules in phase 2 appear to be more strongly bonded 

and no molecular diffusion has been observed on molecules forming part of the 1D 

superstructures. Some diffusion on small 1D rows leading to the merging of two rows have 

been witnessed, but molecules seem to be fixed once they form part of these structures. 

Considering now the low temperature of the transition between phases 1 and 2, it is 

reasonable to assume that phase 1 may be a kinetic assembly, whereas phase 2 may be the 

more stable thermodynamic product and the mild annealing required in order to switch 

between the two phases to be the barrier for this state. 
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Figure 3.11: Diagram illustrating a fully relaxed single deprotonated thymine molecule 

bonded with the cyclic plane parallel to the [110] direction of Cu surface. When viewed from 

a) above, b) along the [001] direction and c) along the [110] direction the diagram shows 

thymine bonded at 90
o
 to the surface. In d) and e) simulated STM images (Vt: ˗0.3V) both 

with and without the thymine superimposed show the thymine creates a large image for the 

cyclic ring and a smaller image associated with the methyl group. Here ΔETot = ˗2.328eV 

(calculated). 

 

 

 

 

 

 

 

a) b) c) 

d) e) 
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Figure 3.12: Diagram illustrating a fully relaxed single deprotonated thymine molecule 

bonded with the cyclic plane tilted with respect to the surface normal along the [110] 

direction of Cu surface. When viewed from a) above, b) along the [110] direction and c) 

along the [110] direction. In d) and e) simulated STM images (Vt: ˗0.3V) both with and 

without the thymine superimposed show the thymine creates a large image for the cyclic ring 

and a smaller image associated with the methyl group. Here ΔETot = ˗1.981eV (calculated). 

 

 

Further investigations of the isolated thymine molecule bonded to the surface involved using 

simulated X˗Ray Photoelectron Spectroscopy (XPS). This involved using a computational 

technique that closely resembled the experimental technique and when plotted for an isolated 

thymine molecule arranged with the cyclic plane perpendicular to the Cu(110) surface 

produced an image very similar to the experimental one (see figure 3.13). This strongly 

suggested that the thymine was arranged on the Cu surface in this approximate orientation. 

a) b) c) 

d) e) 
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Figure 3.13: Shows both an experimental (a) [15] and a simulated (b) XPS image of thymine 

adsorbed on the Cu surface. In the top images both the experimental and simulated XPS show 

that that the core shift of both the O(2) and O(4) are about the same. In the middle images 

both the experimental and simulated XPS show that the core shifts of the N(1) and N(3) 

atoms are significantly different. In the bottom images the C(2), C(4), C(5), C(6) and C(7) 

atoms in the experimental and simulated XPS are all arranged in a similar way. 

 

 

3.8.4. Phase 1 Structure 

The next stage in the investigation considered the self˗assembly process, which involved 

calculations on 1D rows of thymine molecules on the surface in various different 

configurations. First, thymine molecules were placed on adjacent top rows on the Cu surface 

in the most stable configuration determined in the previous section, i.e. with the plane of the 

molecule aligned along the [001] axis as shown in figure 3.11. Two obvious self˗assembly 

a) b) 
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orientations of neighbouring molecules presented themselves here, those with the methyl 

groups parallel to one another and the other with the methyl groups in an anti˗parallel 

configuration. However, there seemed to be very little difference in the stability of the two 

systems, with the one with the anti˗parallel methyl group being only ~10meV more stable 

(see figure 3.14). 

Although Density Functional Theory is now recognised as the state˗of˗the˗art method for 

modelling systems of this type it does have inherent weaknesses. Weaker, long˗distance 

interactions, like van der Waals (vdW), are not accurately measured. When dealing with 

systems of this type, these types of inter˗molecular forces can play a very significant part in 

the arrangement of molecules on surfaces. Recent developments in algorithms modelling 

these types of interactions have been made [32,33] and have been incorporated into later 

versions of VASP. When these new algorithms were used in our system it became apparent 

that these played a very important role in the stability of our system. When thymine 

molecules were placed on adjacent rows with the cyclic rings aligned the stability increased 

by ~200 meV and it immediately became apparent that dispersion forces played a crucial role 

in the subsequent self˗arrangement of thymine on the surface.    

The first repeating chain structure that was simulated consisted of a single thymine molecule 

on a 1x7 unit cell. This particular simulation angled the cyclic plane of the thymine ~20
o
 to 

the vertical. Although the simulation did not demonstrate any remarkable difference in 

stability when dispersion corrections were accounted for [32,33] the structure showed itself to 

be significantly more stable (with an increase ΔETot of ~0.25eV) than any of the previous 

structures. It was decided at that point to simulate a structure that contained two thymine 

molecules. The reason for this was due to the high distribution of charge around the end of 

the molecule containing the methyl group. Thymine is not a completely planar molecule and 

contains a methyl group bonded to the C(5) atom. This methyl group has three hydrogen 

atoms so placed as to be out of the plane of the molecule. It was believed that a structure 

where these were placed further apart may be more stable. A unit cell of size 2×7 was 

constructed and thymine placed so that the methyl group would be on alternate sides of the 

chain. As with the previous repeating structure, once dispersion effects were taken into 

account this structure proved to be significantly more stable (with an increase ΔETot of 

~0.2eV) than an isolated pair of thymine molecules (the slightly lower increase than for the 

previous simulation being accounted for by the steric hindrance of the two adjacent methyl 
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groups). Also, a further simulation was run with the molecule perpendicular to the surface, 

however, this proved to be of exactly the same stability. This seemed to re˗enforce the theory 

that it was the π dispersion interactions that was the important factor in the self˗assembly of 

the phase 1 structures and not any directional hydrogen bonding due to the angling and 

rotation of the molecule with respect to the surface. 

STM images had repeatedly shown that Phase 1, present from room temperature up to     

~350K, has network structures consisting of 1D chains parallel to the [001] direction, with 

every molecule separated by ∼3.6Å. This implies that subsequent molecules of each row are 

located in consecutive Cu rows, with sets of rows separated by over 12Å, suggesting that 

little interaction occurs between rows. Molecules in this phase are believed to interact only 

weakly since there is a high mobility of these structures alongside the [110] direction and 

molecules can occasionally drift up or down briefly before going back to their original 

positioning. This first phase doesn’t modify the main direction of the underlying surface. 

The STM images clearly show that the phase 1 chains are often grouped together, separated 

by a constant distance of over 12Å. This corresponds to five rows of Cu atoms. As each 

thymine molecule occupies three rows, the rows are therefore separated by two empty Cu 

rows. Due to the repeating nature of the simulating technique used, both the simulations of 

the chain structures effectively modelled rows separated by four empty Cu rows. The next 

series of simulations focused in on this slight disparity between experimental observation and 

theoretical simulation. A series of unit cells from 2×3 to 2×8 were created and two thymine 

molecules placed on each in a similar manner to previously. This effectively simulated the 

moving of the infinite chain structure, observed in the formation of phase 1, closer together. 

A graph of the adsorption energies was thus produced (see Figure 3.14). What was observed 

was that the stability reached a minimum at the 2x4 unit cell. Although there seems to be 

some disparity between the theoretically predicted most stable unit cell size and that observed 

experimentally there does appear to be a kinetic barrier between the 2x3 and the 2x5 unit 

cells which might explain why annealing is necessary to get from phase 1 to phase 2. A 

possible explanation as to why this kinetic barrier is observed is that the surface Cu atoms are 

displaced slightly from their original positions as observed in figure 3.10 and that this 

displacement causes the relative instability of the 2x4 unit cell and thus causes the creation of 

a kinetic barrier. 
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Figure 3.14: Shows the variation in stability for adsorbed thymine. The blue line shows 

thymine with the methyl groups parallel and the red line with the cyclic plane of the thymine 

angled at ~20
o
 to the vertical. The green line shows the thymine when the methyl groups are 

arranged on alternate sides and the purple line with the cyclic plane of the thymine angled at 

~20
o
 to the vertical. 

 

 

The first investigations were performed on a 1x5, 2x5 and 4x5 unit cells as this corresponded 

to the experimentally observed separation of the phase 1 rows. Initial investigations took 3 

variations; the first, in a 1x5 unit cell, was angled (~20
o
) and represented thymine with the 

methyl group along the same side (see figure 3.15a˗b). The second, in a 2x5 unit cell, was 

also angled (~20
o
) and represented thymine with the methyl group along alternating sides 

(see figure 3.15c˗d). The third, in a 4x5 unit cell, was also angled (~20
o
) and also represented 

thymine with the methyl group along alternating sides only this time in pairs (see figure    

3.15e˗f). The order of stability was 2x5 > 4x5 > 1x5. This suggested that the methyl group 

may be affecting the stability of the structure via steric repulsion of the methyl hydrogens. 

Very little difference in stability was observed between the three structures and the original 

STM images were of insufficient resolution to definitively say whether any one structure 
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more closely resembled the experimental data. However, it seems reasonable to assume that 

there is probably a certain degree of randomness occurring in the orientation of the molecules 

along the chain. However, later investigations did seem to show that this may not be the case 

and some images showed that a repeating structure of 4 thymine molecules may occur. A 

series of simulated STM images of the phase 1 structures were then conducted in order to 

ascertain which of the two possible configurations most closely corresponded to the 

experimental data. Most interestingly, the bright spots observed on the STM images seemed 

to correspond, not necessarily with the thymine molecule, but with the delocalised electrons 

both above and below the cyclic ring (see figure 3.15). 
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Figure 3.15: Simulated STM images for phase 1 structure. In a) and b) the thymine 

molecules are aligned with the methyl group along the same side. Here ΔETot = ˗1.242eV 

(calculated). In c) and d) the thymine molecules are aligned with the methyl group on 

alternating sides. Here ΔETot = ˗1.309eV (calculated). In e) and f) the thymine molecules have 

the methyl group paired on alternating sides. Here ΔETot = ˗1.293eV (calculated). 
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The second stage in the investigations of phase 1 focused primarily on comparing the 

stabilities of structures with the methyl group along the same side and on alternating sides. 

These simulations were done using the Grimme correction in order to more accurately 

simulate the inter˗molecular forces between both the molecules as well as the surface [32,33]. 

Also, on comparing the stabilities of structures where the plane of the molecule was at 90
o
 to 

the surface and where it was angled 20
o
. The following images illustrate a detailed 

investigation using STM simulations to carefully scrutinise the various possible arrangements 

of the phase 1 structure. Unless stated otherwise, all the images were simulated with a bias 

voltage of ˗0.3eV. 

 

 

Figure 3.16: Illustration of phase 1 structure with methyl group aligned and at 90
o
 to the Cu 

surface. Here ΔETot = ˗2.044eV (calculated). 

a) b) c) 

d) e) f) 
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Figure 3.17: Illustration of phase 1 structure with methyl group aligned and at 70
o
 to the Cu 

surface. Here ΔETot = ˗2.140eV (calculated). 

 

 

 

a) b) c) 

d) e) f) 
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Figure 3.18: Illustration of phase 1 structure with methyl group on alternating sides and at 

90
o
 to the Cu surface. Here ΔETot = ˗2.090eV (calculated). 

 

 

a) b) c) 

d) e) f) 
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Figure 3.19: Illustration of phase 1 structure with methyl group on alternating sides and at 

~70
o
 to the Cu surface. Here ΔETot = ˗2.146eV (calculated). 

 

 

This series of simulations (figures 3.16˗3.19) showed a slight preference for the thymine to 

arrange with the methyl group on alternating sides of the chain (~5˗10 meV) and a strong 

preference to arrange with the cyclic plane of the molecule angled at ~20
o
 to the vertical   

(~50˗100 meV). Thus, it is possible to conclude that inter˗molecular forces play a strong part 

in the self˗assembly and positioning of the thymine chains (see table 3.2). As isolated 

thymine molecules prefer to position themselves at 90
o
 to the Cu surface then the preference 

for angling must be due to vdW forces between the molecules. The slight preference for the 

methyl group to position on alternating sides is most likely due to steric repulsion between 

the hydrogen in the (non˗planer) methyl group. 

 

a) b) c) 

d) e) f) 
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Figure Number Molecular Orientation* Energy of Structure (eV) 

3.16 P90 2.044 

3.17 P70 2.140 

3.18 A90 2.090 

3.19 A70 2.146 

 

Table 3.2: This is a summary of the previous four simulations of thymine on Cu(110) in table 

format. 

* - The molecular orientation code corresponds to P meaning the methyl group is aligned on 

the same side (i.e. parallel), A meaning the methyl group is on opposite sides (i.e. alternating) 

and the 90 means that the thymine molecule has its cyclic plane angled at ~90
o
 to the surface 

and 70 means that the thymine molecule has its cyclic plane angled at ~70
o
 to the surface. 

 

 

The third and final stage, of this investigation involved more carefully scrutinising the most 

stable of these structures with simulated STM. Different bias voltages and mean distances of 

the STM tip over the surface could, conceivably affect the image and so this was 

investigated. Three negative bias voltages were chosen (˗0.3eV, ˗0.65eV, ˗1eV) and three 

mean distances (~6.5Å, ~8Å, ~9.5Å). 

 

 

Figure 3.20: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~9.5Å) with a bias voltage of ˗0.3eV. 

 

a) b) c) 
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Figure 3.21: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~8Å) with a bias voltage of ˗0.3eV. 

 

 

Figure 3.22: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~6.5Å) with a bias voltage of ˗0.3eV. 

 

a) b) c) 

a) b) c) 
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Figure 3.23: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~9.5Å) with a bias voltage of ˗0.65eV. 

 

 

Figure 3.24: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~8Å) with a bias voltage of ˗0.65eV. 

 

a) b) c) 

a) b) c) 
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Figure 3.25: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~6.5Å) with a bias voltage of ˗0.65eV. 

 

 

Figure 3.26: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~9.5Å) with a bias voltage of ˗1eV. 

 

a) b) c) 

a) b) c) 
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Figure 3.27: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~8Å) with a bias voltage of ˗1eV. 

 

 

Figure 3.28: Illustration of phase 1 structure with methyl group on alternating sides and at 

70
o
 to the Cu surface (~6.5Å) with a bias voltage of ˗1eV. 

 

 

As can be seen, increasing the bias voltage does not significantly alter the image and the 

thymine appears as a bright spot on all the images. However, as the tip is brought closer to 

the surface this alters the shape and intensity of the images produced in˗between the rows. 

The images also demonstrate that great variation is produced in˗between the rows depending 

on the bias voltage and the tunnelling current. Although this investigation into the shapes 

a) b) c) 

a) b) c) 
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observed in˗between the phase 1 rows in some of the STM images (see figure3.1a) does not 

explain their periodicity (occurring every fourth Cu row) or their shape, it does illustrate how 

they seem to be formed by the position of the methyl group. Also, it is a clear indication that 

further investigations (both experimental and theoretical) are warranted in order to produce a 

concise analysis of this system.  

Yet another simulated technique was utilised in our investigation of thymine adsorbed on the 

Cu surface. Namely the scrutinisation of the Density Of States (DOS) of various orbitals 

associated with the bonding of thymine on the Cu surface (see figures 3.29˗3.32). These 

clearly showed a shift in the bonding orbitals when the thymine goes from the gas phase to 

being adsorbed on the Cu surface. However, when going from an isolated adsorbed thymine 

molecule to being in a phase 1 chain there is a more subtle change in the DOS. The orbitals 

that are parallel to the cyclic ring (namely the s, py and pz orbitals) show very little change. 

However, the orbitals tangential to the cyclic ring (namely the cyclic ring and px orbitals) 

show a marked change in energy.  
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Figure 3.29: Shows bonding orbitals for N(1) thymine atom. 

 

 

a) b) 
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Figure 3.30: Shows bonding orbitals for O(2) thymine atom. 

 

 

a) b) 
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Figure 3.31: Shows bonding orbitals for O(4) thymine atom. 

 

 

a) b) 
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Figure 3.32: Shows bonding orbitals for cyclic ring and oxygen atoms of thymine atom. 

 

 

3.8.5. Phase 2 Structure 

After the substrate had been annealed to a higher temperature (between 350K˗400K) another 

structure was observed. This involved similar chains of varying length, however, rather than 

being aligned along the [001] direction the chains were angled at ~±20
o
 to this axis. These 

were usually arranged in pairs but could be grouped together in three or even four rows. 

However, single rows were almost never observed. The direction of formation showed no 

regional preference and the two varieties seemed to be mixed together at random. Each 

grouping of thymine molecules seemed to correspond with a Cu row. These would usually 

occur in pairs but could also be seen as single, triple or (occasionally) quadruple molecules 

on the same row adjacent to one another. Interestingly, although close inspection revealed a 

certain degree of randomness in the structures when larger images were viewed the chains 

were observed to follow approximately the same direction (see figure 3.8). However, many of 

the images showed a definite tendency to form rows with pairs of adjacent thymine molecules 

and figure 3.8d shows a model of how these chains may be arranged on the Cu(110) surface. 

a) b) 
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The first stage in the STM simulation investigation into the phase 2 structure involved using 

an angled unit cell. The unit cell was 4 lattice spacings in the [001] direction and 2 lattice 

spacings in the [110] direction thus creating a downward sloping cell (see figure 3.28). The 

unit cell was 6 lattice spacings in the [110] direction thus creating a 4(˗2)x6 unit cell. 

Although the phase 2 structure had a tendency to angle both upwards and downwards (i.e. at 

~±20
o
 to the [001] direction) each is a mirror image of the other in both the planes [110] and 

[001]. For this reason, it was only necessary to simulate one of the two directions in order to 

be completely representative of both systems. 

Each unit cell could fit up to 8 thymine molecules bonded to the Cu surface in a similar way 

as the phase 1 structure (i.e. deprotonated at the N(1) atom). Once again various different 

potential orientations were tried with different sized unit cells. In figure 3.33a˗b, the unit cell 

consisted of only two thymine molecules with the methyl group on adjacent sides. The 

Grimme corrected adsorption energies [32˗33] produced a very stable structure              

(ΔETot = ˗2.251eV) which suggested that the phase 2 structure was more stable than phase 1. 

Figure 3.28c˗d uses the same size unit cell and shows a slightly different configuration with 

the methyl group now on opposite sides. This structure proved to be slightly less stable 

(ΔETot= ˗2.186eV) but still more stable than phase 1. Figure 3.28e˗f shows a slightly larger 

unit cell containing four thymine molecules with pairs of thymine molecules with the methyl 

group on adjacent sides. This proved to be of exactly the same stability (ΔETot = ˗2.186eV). 

Figure 3.18g˗h was the most stable structure (ΔETot = ˗2.266eV). This structure had the 

methyl groups reasonably well spaced apart and it is interesting to note that the methyl group 

forms a chain along the centre of the structure, again suggesting that this non˗planar part of 

this otherwise planar molecule is an important factor in the self˗assembly process. 
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Figure 3.33: Simulated STM images for various possible phase 2 structures. The stability of 

a) and b) was ΔETot = ˗2.251eV (calculated). The stability of c) and d) was ΔETot = ˗2.186eV 

(calculated). The stability of e) and f) was ΔETot = ˗2.186eV (calculated). The stability of a) 

and b) was ΔETot = ˗2.266eV (calculated). 

a)  b) 

c) d) 

e) f) 

h) g) 
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Although the STM images produced for the phase 2 simulation do closely resemble the 

experimental images certain discrepancies are apparent. Not only do some of the images 

display variations in the intensity of the bright spots but also in the size and shape. More 

importantly, the bright spots appear to align in the [110] direction in the STM images, 

whereas in the experimental images they do not (see Figure 3.8c). The second stage in the 

STM investigation into the phase 2 structure involved reducing the size of the unit cell by 

half, in accordance with the LEED data [2]. The unit cell was now a 2(˗1)x6. A new set of (4) 

potential structures were now investigated as before, both with the plane of the molecule 

angled at 90
o
 to the Cu surface and at ~70

o
. However, this system could conceivably have 

been modelled on a 2(1)x3 unit cell if both rows were angled in the same direction, the top 

row would be angled at +70
o
 and the bottom row at ˗70

o
. The same could be said of the 

simulation angled at 90
o
 to the Cu surface, however, these were just used in order to compare 

the stability of the angled simulations as well as the STM simulation. Again, all the images 

(figures 3.34-3.45) were simulated with a bias voltage of ˗0.3eV and each of these figures can 

be summarised as follows:- 

a) This image shows a simulated STM image without the thymine molecules superimposed. 

Along the [001] direction (x-axis) are 4 unit cells and along the [110] (y-axis) are 2 unit 

cells. 

b) This image shows a simulated STM image with the thymine molecules superimposed. 

Along the [001] direction (x-axis) are 4 unit cells and along the [110] (y-axis) are 2 unit 

cells. 

c) This image shows a view of the surface with the thymine molecules superimposed. Along 

the [001] direction (x-axis) are 4 unit cells and along the [110] (y-axis) are 2 unit cells. 

d) This image shows a simulated STM image without the thymine molecules superimposed. 

Along the [001] direction (x-axis) are 3 unit cells and along the [110] (y-axis) is 1 unit 

cell. 

e) This image shows a simulated STM image with the thymine molecules superimposed. 

Along the [001] direction (x-axis) are 3 unit cells and along the [110] (y-axis) is 1 unit 

cell. 

f) This image shows a view of the surface with the thymine molecules superimposed. Along 

the [001] direction (x-axis) are 3 unit cells and along the [110] (y-axis) is 1 unit cell. 
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Figure 3.34: All thymine molecules are aligned in the same direction and with the cyclic 

plane at ~90
o
 to the Cu surface. Here ΔETot = ˗2.115eV (calculated). This simulation is not 

very stable and produces one image that is very bright (in between the adjacent thymines) and 

another that is slightly elongated and more diffuse (in between the thymines on adjacent 

rows). This is in contradiction to the experimental image in which all the images are of 

approximately the same size and intensity. 

 

 

 

a) b) c) 

d) e) f) 
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Figure 3.35: All thymine molecules are aligned in the same direction and with the upper row 

cyclic plane at ~+70
o
 to the Cu surface and the lower row cyclic plane at ~˗70

o
 to the Cu 

surface. Here ΔETot = ˗2.109eV (calculated). 

 

a) b) c) 

d) e) f) 
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Figure 3.36: All thymine molecules are aligned in opposite directions and the cyclic plane at 

~90
o
 to the Cu surface.Here ΔETot = ˗2.130eV (calculated). 

 

 

 

 

 

a) b) c) 

d) e) f) 
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Figure 3.37: The thymine molecules are aligned in the opposite directions and with the upper 

row cyclic plane at ~+70
o
 to the Cu surface and the lower row cyclic plane at ~˗70

o
 to the Cu 

surface. Here ΔETot = ˗2.128eV (calculated).  

 

 

 

 

 

 

a) b) c) 

d) e) f) 
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Figure 3.38: The thymine molecules are aligned in the opposite directions and with the 

cyclic plane at ~90
o
 to the Cu surface. Here ΔETot = ˗2.128eV (calculated).  

 

 

 

 

 

 

a) b) c) 

d) e) f) 
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Figure 3.39: The thymine molecules are aligned in the opposite directions and with the upper 

row cyclic plane at ~+70
o
 to the Cu surface and the lower row cyclic plane at ~˗70

o
 to the Cu 

surface. Here ΔETot = ˗2.127eV (calculated). 

 

 

 

 

 

 

a) b) c) 

d) e) f) 



106 

 

 

Figure 3.40: The thymine molecules are aligned in the opposite directions and with the 

cyclic plane at ~90
o
 to the Cu surface. Here ΔETot = ˗2.010eV (calculated). 

 

 

 

 

 

 

a) b) c) 

d) e) f) 
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Figure 3.41: The thymine molecules are aligned in the opposite directions and with the upper 

row cyclic plane at ~+70
o
 to the Cu surface and the lower row cyclic plane at ~˗70

o
 to the Cu 

surface. Here ΔETot = ˗2.025eV (calculated). 

 

 

 

 

 

 

 

 

 

 

 

 

a) b) c) 

d) e) f) 
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Figure Number Molecular Orientation* Energy of Structure (eV) 

3.34 Pa90 2.115 

3.35 Pa70 2.109 

3.36 Aa90 2.130 

3.37 Aa70 2.128 

3.38 Ab90 2.128 

3.39 Ab70 2.127 

3.40 Pb90 2.010 

3.41 Pb70 2.025 

 

Table 3.3: This is a summary of the previous eight simulations of thymine on Cu(110) in 

table format. 

* - The molecular orientation code corresponds to P meaning the methyl group is aligned on 

the same side (i.e. parallel), A meaning the methyl group is on opposite sides (i.e. alternating) 

and the 90 means that the thymine molecule has its cyclic plane angled at ~90
o
 to the surface 

and 70 means that the thymine molecule has its cyclic plane angled at ~70
o
 to the surface. 

The lower case a and b means that the there are two different orientations that correspond to 

this structure (see the relevant figure for more information). 

 

 

The results of these simulations are summarised in table 3.3 (see above). However, due to the 

fact that these structures proved to be less stable than the phase 1 a third stage of this 

investigation involved looking more closely at the most stable configuration (see figure 3.36). 

This involved placing the structure on a larger unit cell, 2(˗1)x12 which enabled two pairs of 

rows to be isolated, as this was what was observed experimentally. These were then angled in 

four different potential orientations. In this set of simulations three main conclusions could be 

made. Firstly, they are all more stable when the pairs of rows are isolated. This explains why 

the phase 2 structure seems to prefer being in pairs. Secondly, when the cyclic plane of the 

thymine molecule is angled ~20
o
 to the vertical it does not matter whether it is angled +20

o 
or 

˗20
o
 (see figures 3.42 and 3.43) as the ΔETot value is identical in both cases. Thirdly, when 

the two rows at opposite angled (i.e. ±20
o
) the stability of the structures reduces. This 

indicates that the chains are angled in the same direction. 
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Figure 3.42:  This structure involved having the cyclic plane of all the thymine molecules 

angled ~20
o
 to the vertical to the left. Here ΔETot = ˗2.173eV (calculated).  

 

a) b) c) 

d) e) f) 
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Figure 3.43: This structure involved having the cyclic plane of all the thymine molecules 

angled ~20
o
 to the vertical to the right. Here ΔETot = ˗2.173eV (calculated).  

 

 

 

a) b) c) 

d) e) f) 
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Figure 3.44: This structure involved having the cyclic plane of the top row of the thymine 

molecules angled ~20
o
 to the vertical to the left and the bottom row angled ~20

o
 to the 

vertical to the right. Here ΔETot = ˗2.145eV (calculated).  

 

 

 

 

 

a) b) c) 

d) e) f) 
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Figure 3.45: This structure involved having the cyclic plane of the top row of the thymine 

molecules angled ~20
o
 to the vertical to the right and the bottom row angled ~20

o
 to the 

vertical to the left. Here ΔETot = ˗2.157eV (calculated).  

 

 

 

 

 

 

 

 

a) b) c) 

d) e) f) 
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The table below (see table 3.4) summarises the results of the previous 4 simulations. 

 

Figure Number Molecular Orientation* Energy of Structure (eV) 

3.42 A70 2.173 

3.43 A70 2.173 

3.44 A±70 2.145 

3.45 A±70 2.157 

 

Table 3.4: This is a summary of the previous four simulations of thymine on Cu(110) in table 

format. 

* - The molecular orientation code corresponds to A meaning the methyl group is on opposite 

sides (i.e. alternating) and the 70 means that the thymine molecule has its cyclic plane angled 

at ~70
o
 to the surface. The ± means that one row is angled 70

o
 in one direction and the 

adjacent row is angled 70
o
 in the opposite direction. 

 

 

3.9. Conclusions  

 

The thymine molecule chemisorbs to the Cu(110) surface via a deprotonated nitrogen and the 

two oxygen atoms along the [110] direction with the plane of the cyclic ring approximately 

perpendicular to the surface. It also seems reasonable to assume that the self˗assembly 

process is dominated by vdW interactions between the thymine molecules. It seems unlikely 

that vdW interactions are solely responsible for the kinetic barrier to the formation of the 

phase 2 structure due to the distance between the phase 1 rows. Therefore, it seems 

reasonable to assume that the surface plays a major role in this. The pairing of the rows as 

well as the angling in the phase 2 structure seems to demonstrate that the dispersion 

interactions occur not only parallel to the rows but may also have a tangential component and 

that the surface may have an important part to play in this too. 

A phase 2 structure was found that was more stable than the most stable phase 1 structure 

although only on the 2(˗2)x12 unit cell. This is in conflict with the LEED data which predicts 

the 2(˗1)x6 and the 2(1)x6 unit cells. However, since that data was taken STM images have 
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revealed that the phase 2 structure does not form long˗range structures in the [110] direction. 

The explanation for this may lie in the high stability of the structures observed in figures 3.42 

and 3.43 which are both on a 2(˗2)x12 unit cell. Indeed, they are both exactly the same 

structure when rotated about the z˗direction. The high stability of this structure probably 

explains why the phase 2 tends to form isolated chains of thymine two molecules thick.  

However, questions still remain. Why does the phase 1 structure not go on to form parallel 

chains on a 2x3 unit cell as figure 3.14 might suggest? What are the anomalous bright spots 

observed in˗between the phase 1 rows that correspond to a 4x5 periodicity? Obviously further 

investigation into this system is required. 
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4. Chapter Four – Adsorption Of 

Melamine on Cu(110) 

 

4.1. Introduction 

 

Another self˗assembled molecular system that has been studied recently, both experimentally 

and theoretically, which also has several kinds of interacting functional groups, are organic 

bases. Supramolecular structures grown on metallic surfaces have been studied intensely over 

the last decade, and, by means of STM considerable insight has been gained into mechanisms 

guiding the self˗assembly of molecular nanostructures on surfaces [1˗3]. Various 

investigations into how melamine arranges on conducting surfaces [4˗11], semi˗conducting 

surfaces [12] and non˗conducting surfaces [13] have recently been done. However, only one 

study had looked at how melamine arranges and bonds to a Cu surface [5] prior to this 

investigation. 

Investigations carried out at Liverpool University by Dr. Matt Dyer had shown that, for single 

molecules of melamine bonding to Cu(110), an upright position was favoured. However, 

RAIRS simulations of dimers of melamine in the gas phase indicate that there could be at 

least some hydrogen bonding of monolayers of melamine on Cu(110), which would suggest 

that the melamine was not completely upright, but was instead, angled in some way. On top 

of this, there was also the possibility of some van der Waals (vdW) interactions between the 

melamine. This could further modify the position of the melamine on the surface. Thus, a 

more detailed DFT investigation was undertaken. Using Scanning Tunnelling Microscopy 

(STM) it has been shown by the Liverpool group that melamine molecules self˗assemble into 

a two dimensional (2D) structure at room temperature (see figure 4.1). By using this data, a 

basic model is now proposed for this structure.  
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Figure 4.1: Some STM images of melamine adsorbed on the Cu(110) surface. Each of the 

images a) – d) shows a section of one such 2D structure in increasingly higher resolution. The 

bias voltage is -0.3V on all four images.  

 

 

4.2. Melamine 

 

Melamine (2,4,6˗triamino˗s˗triazine) with chemical formula C3H6N6, is an organic base and a 

trimer of cyanamide and is part of a family of triazine compounds. The others being cyanuric 

acid, ammelide and ammeline but is the only molecule to contain only carbon, nitrogen and 

hydrogen and no oxygen. It has a 1,3,5˗triazine skeleton and, like cyanamide, it contains 66% 

nitrogen by mass. It is a complex biological molecule, containing an aromatic ring and three 

a) b) 

c) d) 

[110] 

[001] 

[110] 

[001] 

[110] 

[001] 

[110] 

[001] 
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side chain amino groups. The molecular properties of this molecule are interesting, in 

particular the possible conjugation or the interaction between the π electrons in the triazine 

ring as well as the lone pair electrons of the amino nitrogens. The extension of the 

conjugation to the side chain nitrogen atoms and the resultant effect on the hybridisation 

characteristics of the amino nitrogens, i.e. either the sp
2
 or sp

3
, has interesting geometric 

implications. 

If mixed with resins it has fire retardant properties due to its release of nitrogen gas when 

burned or charred and has several other industrial uses. It is a heterocyclic triazine used 

primarily in the synthesis of melamine˗formaldehyde resins (MFR) for the manufacture of 

laminates, plastics, coatings, commercial filters, glues or adhesives and moulding compounds 

[14]. It can also be used as a colorant and a fertilizer. Melamine is a metabolite of cryomazine 

(a pesticide) and is found in mammals that have ingested cryomazine. It contains a cyclic ring 

structure containing alternating carbon and nitrogen atoms forming a delocalised hybridised 

electron planar ring. Thus, the centre of the molecule contains a series of carbon˗nitrogen 

bonds.  An amine group is additionally bonded to each of the carbons in the cyclic ring and 

melamine is thus a completely planar molecule. Melamine and related triazine derivates are 

able to form self˗assembling, high molecular weight complexes via organized intramolecular 

networks of hydrogen bonds as well as π˗π aromatic ring stacking [15,16]. 

The unique capabilities exhibited by melamine provide useful molecular scaffolding 

components (exploited by the field of supramolecular chemistry) to produce a variety of 

sophisticated nano˗scaled molecular complexes. Known triazine˗based self˗assembling 

supramolecular complexes include rosettes [17,18], crinkled tapes [19], nanoropes and 

nanoribbons [20], propeller˗like banana complexes [21], molecular guest boxes [22], channel 

structures [23], hydrogels [24] and supramolecular membranes [25,26]. The hydrogen bond 

forming properties of melamine allow it to interact with nucleobases, such as uracil [23]. 
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Figure 4.2: The molecular structure of melamine. 

 

 

Although the chemical structures of melamine and related triazines are subject to tautomeric 

equilibrium [27] spectroscopic studies [29] confirmed that the enamine form of melamine and 

the keto form of cyanuric acid are the resonance structures favoured in acidic to neutral 

solutions, consistent with the enthalpy difference required for hydrogen transfer from an 

amide to imide configuration (ΔH = 0) compared with those for the more favourable enol to 

keto conversion (ΔH = −42KJ/mol). Via the sp
2
 hybridized nitrogen atoms of its triazine ring, 

each melamine monomer provides three unshared pairs of electrons available as hydrogen 

bond acceptors. In addition, unsubstituted melamine includes three exocyclic primary amines, 

each with the potential to provide a pair of hydrogen bond donors. A useful and simplified 

paradigm to appreciate the hydrogen˗bonding pattern of melamine is that of an equilateral 

triangle, with each 4.89 Å side (see figure 4.2) providing an offset triplet of hydrogen bond 

donor–acceptor–donor groups (D˗A˗D) available to form complementary intermolecular 
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bonds with appropriately spaced functional group triplets comprising a hydrogen bond 

acceptor–donor–acceptor (A˗D˗A) motif [30]. 

Melamine (as well as its derivatives) has various industrial applications [31˗38]. It is 

categorized as a spumific compound which means that when it decomposes it releases 

non˗flammable gases in large quantities and produces a thick insulating coating [31]. It is for 

this reason that it has developed into a flame and heat retardant [32] as well as a 

thermosetting cross˗linked polymer (soluble in water and resistant to crease and wrinkle) 

which can be applied to textile fabrics in aqueous form [33, 34]. Thus, its industrial relevance 

has fuelled scientific interest and research into this molecule. However, most recently, 

attention has focused on its ability to form supramolecular networks due to its ability to 

readily form hydrogen bonds both with itself and a variety of other organic molecules (or 

ligands) on metal surfaces [39˗42]. 

 

 

4.3. The Molecular Properties of Melamine 

 

Melamine possesses a number of symmetry elements which are considered in its vibrational 

assignment. Bond lengths exhibit a large degree of π electron delocalisation [43] and 

molecular orbital calculations confirm that N atoms are sp
2
 hybridised and that the NH2 

groups are in approximately the same plane as the cyclic ring structure [44˗46]. According to 

Jiang et al [47] the molecule exhibits D3h symmetry and considered the molecule to be 

somewhat ‘floppy’. However, this is effectively an averaged model of two optimised 

conformers with pyramidal amino groups and it is also possible that the molecule exhibit Cs 

as well as C3v symmetry. It is also possible, of course, that the Cu surface may distort 

melamine away from a planar arrangement causing a further loss of symmetry. Regardless of 

this an assignment of possible modes of vibration according to various D3h symmetry classes 

has been made (see table 4.1).  

 

 

 

 

 



 

123 

 

Melamine on Cu(110) Vibrational 

Mode 

Symmetry 

Class 

Solid˗State 

Melamine 

Low Coverage 

ν (cm
˗1

) 

Saturation 

Coverage ν 

(cm
˗1

) 

   

  νNH2 ass E’ 3464 

3443 3403 νNH2 sym E’ 3416 

   E’ 3320 

   A1’ 1660 

 1647 δNH2 E’ 1643 

1616 1617 δNH2 E’ 1626 

  V1CN E’ 1583 

 1559 V1CN E’ 1565 

 1549 V3CN E’ 1549 

1532 1534 V3CN E’ 1531 

 1496    

 1488    

  V4CN A1’ 1469 

1440 1436 V2CN E’ 1434 

 1421    

 1368    

  rNH2 E’ 1190 

  r NH2 E’ 1175 

 1066    

  α2CN A1’ 1022 

 991    

 817 α1CN E’ 813 

762  γCN A2’’ 760 

  φCN A2’’ 730 

 

Table 4.1: A list of possible vibrational modes for melamine on Cu(110) [47–50]. 
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Melamine has a total of 39 normal modes of vibration, 18 associated with the NH2 groups 

and 21 with skeletal vibrations. Each NH2 group has 6 vibrational modes, 2 stretching, 2 

bending (in and out of plane) and 2 twisting/wagging (out of plane). The 3 NH2 groups 

therefore result in both in and out of phase modes. These are illustrated in figure 4.3.   

 

 

 

 

Figure 4.3: Schematic representation of various different vibrational modes of the D3h 

symmetry class [47–50].  

 

 

The non˗planar A2” vibrations consist of a side chain bending mode, γ, and a ring bending 

mode, φ. The planar E’ vibrations consist of two ring (ν1 and ν2), a side chain (ν3), a ring 

bending (α) and a side chain (β) mode. However, distortions in the molecule could 

(potentially) result in more vibrational modes being visible. There is also the possibility of 

tautomerisation. The tautomeric interconversion occurs through the migration of a proton 

from one or more of the side chain nitrogens to one or more of the ring nitrogens. This is 

accompanied by a corresponding shift of electron density between the carbonyl and ring 

bonds. Thus, the cyclic ring nitrogens can be bonded to 1, 2 or 3 hydrogens. Any of these 

states is a potential structure and thus, must be considered in a complete analysis of the 

system. 

 

 

 

 

 

A2”  ˗    γ(CN)     φ(CN) 

E’  ˗   ν1(CN)       ν2(CN)        ν3(CN)     α1(CN)       β(CN) 
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4.4. Experimental Details 

 

For all systems Cu(110) crystals were cleaned by at least 3 cycles of Ar
+
 ion bombardment, 

flashing and annealing to ~900K. LEED images were used to confirm a sharp (1x1) pattern 

that is characteristic of clean Cu(110). Various multi˗analytical UHV chambers with base 

pressures <5 x 10
˗10

 mbar were used for this study. RAIRS and TPD studies were carried out 

using a sample mounting in which a Cu single crystal was fixed to Cu supports connected to 

a Dewar container through Ta wires. STM studies were performed with a different 

configuration and Ta wires were used to fix the sample to a Ta plate. Melamine (>99% 

Sigma˗Aldrich) was sublimed onto a clean Cu(110) surface, held at room temperature in the 

case of STM and RAIRS, and held at the specified temperatures for LT˗RAIRS and TPD.  

Reflection Absorption Infrared Spectroscopy (RAIRS) experiments were recorded using a 

Mattson 6020 FTIR spectrometer, equipped with a liquid nitrogen cooled HgCdTe detector. 

The spectrometer was operated with a resolution of 4cm
˗1

, with the addition of 256 scans. 

Spectra were recorded throughout a continuous dosing regimen as sample single beam 

infrared spectra, and ratioed against a reference background single beam representing the 

clean Cu(110) surface. TPD data were acquired using a Sensorlab Mass Quadrupole analyser. 

STM data were collected at room temperature with an Aarhus 150 SPECS STM. All 

experiments were carried out for coverages up to 1 monolayer (ML). 

 

 

4.5. Current Experimental Investigations of Melamine on 

Cu(110) 

 

Before the determination of the exact geometry could be ascertained as much experimental 

information as possible was gathered. RAIRS experimental data gave some information as to 

how the melamine may bond to the Cu(110) surface. This came in the form of how the 

various amplitudes of the different “stretches” varied and at what frequency they occurred 

(see figures 4.4 and 4.5). The strong presence of a hydrogen bonded scissor stretch at       

1646cm
˗1

 on the simulated RAIRS (figure 4.4) corresponded well with the large peak seen at 

1647cm
˗1

 on the experimental data (figure 4.5). However, the large stretch seen at 3157cm
˗1
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on the simulated RAIRS (figure 4.4) was not observed at all on the experimental data (figure 

4.5). However, as the molecule was unlikely to be orientated like this on the surface the 

existence of at least some hydrogen bonding could not be ruled out entirely. 

 

Figure 4.4: RAIRS spectrum generated for a melamine dimer compared to an isolated 

molecule. The blue line represents the peaks generated for an isolated melamine molecule. 

The red line represents the peaks generated for a melamine dimer aligned in the same plane 

and placed adjacent to it. For the dimers each range of peaks is allocated to a different stretch 

mode. 

 

 

A detailed analysis of the RAIRS data shows a number of absorption bands between        

1650cm
˗1

 and 800cm
˗1

 and a weaker one at 3400cm
˗1

. These bands all correspond to in˗plane 

vibrational modes and thus rules out the possibility that the melamine adsorbs onto the 

Cu(110) in a flat lying orientation. However, the presence of a weak out˗of˗plane mode at 

762cm
˗1

 suggests that the melamine is slightly tilted. The additional (weak) bands that have 

not been assigned suggest there is some deviation from the D3h symmetry due to the NH2 

groups being deformed in some way due (most likely) to interactions with the surface. 

However, intramolecular interactions could also be responsible.  

 

Wavenumber (cm
˗1

) 
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Figure 4.5: RAIRS spectrum generated for a melamine on Cu(110) at increasing coverage 

[47–50]:– 

a) Very low coverage (~20%). Two very small peaks at 1526 cm
˗1 

and 3441cm
˗1

 with 

two slightly larger ones at 762 cm
˗1

, 1440 cm
˗1

 and 1440 cm
˗1

 with quite a large one at 

1617 cm
˗1

. 

b) Low coverage (~40%). The peaks at 762 cm
˗1

 and 3441cm
˗1

 have disappeared and 

two new peaks at 1647cm
˗1

 and 1485cm
˗1

. 

c) Medium coverage (~60%).  The existing peaks have continued to increase in size with 

additional peaks at 1549cm
˗1

, 1496cm˗1 and 1436cm
˗1

 starting to emerge. 

d) High coverage (~80%). The existing peaks have continued to increase in size. 

e) Very high coverage (~100%). The existing peaks have continued to increase in size 

with additional peaks at 1421cm
˗1

, 1368cm
˗1

 emerging. Also, three small peaks at 

1066cm
˗1

, 991cm
˗1

 and 817cm
˗1

 have appeared. 

 

LEED experiments also gave some information about potential symmetries of long˗range 

structures. The LEED pattern is a (6x2) (see figure 4.6). Various missing spots observed in 

both the [110] and [001] directions ruled out certain symmetries. Glide lines are observed in 
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the [110] direction and reflectional symmetry lines in the [001] direction are consistent with 

pmg symmetry (see figure 4.6).   

 

 

 

Figure 4.6: LEED images of melamine on Cu(110) of increasing energy showing the (6x2) 

unit cell with various missing spots. This is consistent with pmg symmetry [47–50] which is 

shown in image c). Image a) is taken at 37eV, image b) at 40eV, image d) at 42eV, image e) 

at 44eV, image f) at 58eV.  

 

 

TPD experiments also revealed a deprotonation event between 500K and 700K (see figure 

4.7). The other experimental data available on this system were STM (see figure 4.8). This 

consisted of a series of hexagonal bright spots arranged on a repeating (6x2) unit cell in 

accordance with the LEED data. In the [110] direction the bright spots would appear 

“pair˗wise” and in the [001] direction the bright spots would appear to “zig˗zag”. Thus, after 

calibration, a (6x2) unit cell was proposed for the room temperature arrangement of 

melamine on the Cu(110) surface with dimensions of 15.4Å in the [110] direction and 7.24Å 

in the [001] direction (see figure 4.8). 

a) b) c) 

d) e) f) 
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Figure 4.7: Temperature programmed desorption (TPD) shows a deprotonation event at 

between 500K and 700K [50]. 

 

 

 

Figure 4.8: An STM image of a monolayer of melamine on Cu(110). This is consistent with 

a (6x2) unit cell. 

15.4Å 

7.6Å 

[110] 

[001] 
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4.6. Theoretical Data and Analysis 

 

4.6.1. Overview 

Before attempting to determine the exact structure of how melamine self˗arranges on the 

Cu(110) surface a series of simulations were first run to try and determine the most stable 

structure for an isolated molecule adsorbed on the surface. A series of previous simulations 

conducted by Dr. Matt Dyer had determined that the N˗group of the cyclic ring bonded 

directly over a Cu atom on the uppermost layer of the Cu(110) surface. However, it was not 

clear whether the cyclic plane of the melamine aligned along the [110] direction or the [001] 

direction or somewhere in˗between. So, three simulations were conducted for the 

undeprotonated melamine where the molecule was aligned exactly with the [110] direction, 

exactly with the [001] direction and exactly half˗way in˗between these two directions. 

K˗points were determined in accordance with the same criteria used with thymine and the 

same lattice spacing used (i.e. 3.64 Å). The only difference was that an extra layer to the 

surface was used in these latter simulations. The top 3 layers were allowed to move 

(representing the surface) and the lower 2 were fixed (representing the bulk). A unit cell with 

6 Cu atoms in the [001] direction and 4 in the [110] direction was used. This was sufficient to 

isolate each melamine molecule from the one on each adjacent side by >8Å and thus any 

long˗range dispersion interactions should be negligible.  

In all cases the melamine N˗group bonded just over 2Å directly above an uppermost Cu 

atom. The least stable of these three simulations occurred when the plane of the melamine 

was bonded along the [001] direction of the crystal (see figure 4.11c and 4.11f). In this 

geometry, the molecule pulled the uppermost Cu ~0.3Å towards the molecule and some 

distortion in the shape of the melamine was also observed. The molecule was also angled 

slightly ~10
o
 to the vertical. The simulations of the melamine aligned along the [110] 

direction (see figure 4.11a and 4.11d) and at 45
o
 to it (see figure 4.11b and 4.11e) were both 

very similar in energy, only ~25meV separated the two. Although no hydrogen desorption 

was observed until ~550K it was still uncertain whether:˗ 

a) The melamine deprotonated below room temperature. 

b) The melamine tautomerised. 

c) What angle the molecule was orientated. 
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A series of similar simulations were run with a melamine molecule singly deprotonated and 

doubly deprotonated (see figures 4.12˗4.14). Although the energies did not favour a double 

deprotonation they did not rule out a single deprotonation of the melamine molecule. 

Although, although deprotonation was observed at ~550K it seemed reasonable to assume 

that the molecule only deprotonated at higher temperatures and that the room temperature            

self˗assembly was of an intact melamine molecule. 

 

 

4.6.2. Gas Phase Melamine And Hydrogen 

The gas phase melamine molecule was modelled in a 15x15x15Å unit cell which allowed for 

a minimum separation of <9 Å. As the x˗, y˗ and z˗directions are non˗repeating the k˗points 

were all set to 1. As accurate as possible values were necessary for this particular simulation 

as it was to be used for reference in all our melamine simulations. For consistency the gas 

phase hydrogen was modelled in exactly the same way as the gas phase melamine in a 

15x15x15Å unit cell.  

 

 

4.6.3. Isolated Melamine Bonded to Cu Surface 

In order to test whether the melamine bonded with the cyclic plane parallel to or 

perpendicular to the surface 2 simulations were carried out. These were then STM simulated 

(figures 4.9 and 4.10) in order to determine both the stability and the correspondence to the 

experimental STM images taken. It can be seen that when the melamine has its cyclic ring 

perpendicular to the Cu surface, an almost completely round image is produced. However, 

when it has its cyclic ring parallel to the Cu surface the image is more triangular in shape. 
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Figure 4.9: Undeprotonated melamine bonded to Cu(110) surface with cyclic ring 

perpendicular to the surface. Here Vt= ˗0.3 V and ΔETot = ˗1.759eV (calculated). 

 

 

 

a) b) 

c) d) 

[001] 

[110] 
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Figure 4.10: Undeprotonated melamine bonded to Cu(110) surface with cyclic ring 

perpendicular to the surface. Here Vt= ˗0.3 V and ΔETot = ˗1.846eV (calculated).  

 

 

a) b) 

c) d) 

[001] 

[110] 
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4.6.4. The Undeprotonated Simulations 

Although the flat lying simulation was slightly more stable than the upright one the simulated 

STM image suggested a more upright orientation. Various arrangements of (undeprotonated) 

melamine molecules were simulated on the Cu(110) surface (see figure 4.11). These tended 

to orient with the N(1)/N(3)/N(5) atom ~2Å above the uppermost Cu atom. 

 

 

Figure 4.11: Undeprotonated melamine bonded to Cu(110) surface with cyclic ring 

perpendicular to the Cu surface. In a) and d) ΔETot = ˗1.784eV (calculated). In b) and e)  

ΔETot = ˗1.759eV(calculated). In c) and f) ΔETot = ˗1.583eV (calculated). 

 

 

4.6.5. Single Deprotonated Simulations 

Various arrangements of deprotonated melamine molecules were also simulated on the    

Cu(110) surface (see figure 4.12). Again, these tended to orient with the N(1)/N(3)/N(5) atom 

~2Å above the uppermost Cu atom. However, this time the symmetrical appearance was lost 

and the molecules tended to angle in various different ways. 
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Figure 4.12: Singly deprotonated melamine bonded to Cu(110) surface with cyclic ring 

perpendicular to the Cu surface. In a) and d) ΔETot = ˗1.706eV (calculated). In b) and e)  

ΔETot = ˗1.994eV (calculated). In c) and f) ΔETot = ˗1.984eV (calculated). 

 

 

4.6.6. Double Deprotonated Simulations – Part 1 

Various arrangements of doubly deprotonated melamine molecules were also simulated on 

the Cu(110) surface (see figure 4.13). In this series of simulations different NH2 groups 

would be deprotonated. Again, these tended to orient with the N(1)/N(3)/N(5) atom ~2Å 

above the uppermost Cu atom. However, this time also the N(2)/N(4)/N(6) atom also would 

align with an uppermost Cu atom even when the simulation was started at 45
o
 to the [110] 

direction (see figure 4.13c and 4.13f). 
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Figure 4.13: Double deprotonated melamine bonded to Cu(110) surface with cyclic ring 

perpendicular to the Cu surface. In a) and d) ΔETot = ˗1.171eV (calculated). In b) and e)  

ΔETot = ˗1.631eV (calculated). In c) and f) ΔETot = ˗1.634eV (calculated). 

 

 

4.6.7. Double Deprotonated Simulations – Part 2  

Various arrangements of doubly deprotonated melamine molecules were simulated on the 

Cu(110) surface (see figure 4.14). In this series of simulations the same NH2 group would be 

deprotonated. The melamine would angle in various lop˗sided orientations but would remain 

with the cyclic group approximately perpendicular to the Cu surface. Again, these tended to 

orient with the N(1)/N(3)/N(5) atom ~2Å above the uppermost Cu atom. However, this series 

of simulations were highly unstable. 
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Figure 4.14: Double deprotonated melamine bonded to Cu(110) surface with cyclic ring 

perpendicular to the Cu surface. In a) and d) ΔETot = ˗1.352eV (calculated). In b) and e)  

ΔETot = ˗0.142eV (calculated). In c) and f) ΔETot = ˗0.136eV (calculated). 

 

 

4.6.8. Tautomer Simulations – Part 1 

Two separate tautomers were simulated. The first was essentially undeprotonated and simply 

involved moving a hydrogen off two NH2 groups onto an adjacent nitrogen (see figure 4.15). 

These were simulated with the cyclic group aligned along both the [001] directions and the 

[110]. Both orientations relaxed with the plane of the cyclic group aligned at ~60
o
 to the Cu 

surface. However, neither simulations were very stable. 
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Figure 4.15: A tautomer of melamine bonded to Cu(110) surface with cyclic ring angled at 

~60
o
 to the Cu surface. In a) and c) ΔETot = ˗0.527eV (calculated). In b) and c)                 

ΔETot = 0.206eV (calculated). 

 

 

4.6.9. Tautomer Simulations – Part 2 

The second tautomer was single deprotonated and involved moving a hydrogen off one NH2 

group onto an adjacent nitrogen (see figure 4.16). These were simulated with the cyclic group 

aligned along both the [001] and the [110] directions. Both orientations relaxed with the 

plane of the cyclic group aligned at ~60
o
 to the Cu surface. This time the simulations were 

relatively stable and the one where the plane of the cyclic group is aligned with the [110] 

direction was highly stable. 
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Figure 4.16: A tautomer of melamine bonded to Cu(110) surface with cyclic ring angled at 

~60
o
 to the Cu surface. In a) and c) ΔETot = ˗1.224eV (calculated). In b) and c)                 

ΔETot = ˗1.915eV (calculated). 

 

 

4.7. Additional Simulations 

 

Various simulations of melamine bonded to the surface in a horizontal orientation were also 

run. One proved to be highly stable (see figure 4.10). Some simulations of pairs of melamine 

molecules in the gas phase were investigated. This was to examine the possibility of 

dispersion interactions between the melamine cyclic rings. Three separate simulations were 

run which clearly showed that isolated pairs of melamine molecules were more stable when 

aligned parallel and stacked (ΔETot = ˗0.066eV), more stable still when shifted in the 

x˗direction (ΔETot = ˗0.150eV) and more stable still when shifted in both the x˗direction and 

the y˗direction (ΔETot = ˗0.162eV).  
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4.8. Conclusions – Part 1 

 

From these series of simulations the following may be concluded:˗ 

a) The high stability of some of the deprotonated melamine simulations did seem to confirm 

that deprotonation could occur at some point. However, as only one deprotonation event 

was observed at ~560K it seemed a reasonable assumption that these only occurred after 

annealing. 

b) The slight increase in stability of some of the melamine simulations when angled at ~30
o
 

to the vertical did suggest some angling of the molecule may occur. 

c) The close similarity of energies between the undeprotonated melamine aligned along the 

[001] direction and that rotated 45
o
 to it suggests that the adlayer could contain more than 

one orientation. 

d) The increase in stability of the adjacent dimer melamine molecules when simulated in the 

gas phase suggested that dispersion interactions could play a part in the arrangement of 

these molecules on the Cu surface. 

e) The undeprotonated melamine also seemed to be relatively stable in the horizontal 

position. 

f) The lowest energy structures for the undeprotonated melamine are shown in figure 4.11a 

and 4.11d. 

 

The results of the previous simulations of isolated melamine molecules adsorbed on Cu(110) 

in various different orientations and tautomers are summarised in table 4.2. 
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Figure Number Molecular Orientation* Energy of Structure (eV) 

4.9 Vertical + 0
o
 1.759 

4.10 Horizontal 1.846 

4.11a&d Vertical + 0
o
 1.784 

4.11b&e Vertical + 45
o
 1.759 

4.11c&f Vertical + 90
o
 1.583 

4.12a&d Vertical + 0
o
 - 1xH 1.706 

4.12b&e Vertical + 45
o
 - 1xH 1.994 

4.12c&f Vertical + 90
o
 - 1xH 1.984 

4.13a&d Vertical + 0
o
 - 2xH (opposite) 1.171 

4.13b&e Vertical + 45
o
 - 2xH  (opposite) 1.631 

4.13c&f Vertical + 90
o
 - 2xH  (opposite) 1.634 

4.14a&d Vertical + 0
o
 - 2xH (same) 1.352 

4.14b&e Vertical + 45
o
 - 2xH  (same) 0.142 

4.14c&f Vertical + 90
o
 - 2xH  (same) 0.136 

4.15a&c Tautomer 1 Angle 60
o
 + 0

o
 0.527 

4.15b&d Tautomer 1 Angle 60
o
 + 90

o
 0.206 

4.16a&c Tautomer 2 Angle 60
o
 + 0

o
 - 1xH 1.224 

4.16b&d Tautomer 2 Angle 60o + 90o - 1xH 1.915 

 

Table 4.2: This is a summary of all the energies of the previous simulations of various 

different arrangements and tautomers of melamine on Cu(110). 

* - The molecular orientation code corresponds to ‘Vertical’ being with the cyclic plane 

perpendicular to the surface, ‘Horizontal’ being with the cyclic plane parallel to the surface. 

The additional angle corresponds to the number of degrees of rotation of the molecule’s 

cyclic plane to the [110] direction. The nxH corresponds to the number of protons removed 

from the melamine. Finally tautomers 1 and 2 are angled at ~60
o
 to the surface. 
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4.9. Crystal Structural Arrangements of Melamine on 

C(6x2) 

 

The next stage in the analysis involved arranging the melamine on the (6x2) unit cell. As the 

undeprotonated upright melamine aligned with the cyclic plane parallel to the [110] direction 

of the crystal was the most stable isolated molecule various arrangements based on this 

structure were tried first. Four bright spots were observed within this unit cell in the STM 

image (see figure 4.8) which suggested that it contained 4 melamine molecules. This was 

verified by simulating an STM of an isolated undeprotonated melamine rotated 45
o
 to both 

the [110] and the [001] directions of the Cu crystal (see figure 4.9) where a bright spot was 

found to correspond to one melamine molecule. A series of potential structures were 

investigated. These all initially corresponded to pmg symmetry but in order to be viable 

structures they must also exhibit this symmetry after the structure had been relaxed. Although 

no firm evidence of hydrogen bonding had been observed, due to the nature of the molecule 

(i.e. many N˗H and N groups spaced around the molecule) it seemed reasonable to assume 

that this was a definite possibility. Again, each 6x2 surface unit cell contained 5 layers, two 

lower fixed and 3 upper were allowed to relax.  

 

 

4.9.1. Structural Simulation 1 

This simulation contained only 2 melamine molecules per unit cell. Although it seemed 

unlikely, we considered the possibility that the close proximity of adjacent molecules may 

produce two STM imaged spots per molecule. So, in order to verify this hypothesis, this 

structural simulation was run. It consisted of the melamine arranged with the cyclic plane of 

the melamine at right˗angles to the Cu surface and rotated 45
o
 to both the [110] and the [001] 

directions of the Cu crystal (see figure 4.17). Although reasonably stable the simulated STM 

image did not correspond to the experimental one.  
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Figure 4.17: Two melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.638eV (calculated).  

 

 

4.9.2. Structural Simulation 2 

This simulation contained four melamine molecules arranged as shown in figure 4.18. The 

molecular planes of adjacent molecules were initially placed very close together and upon 

relaxing the melamine molecules moved apart. This was ~80meV more stable than the 

previous simulation. However, the simulated STM failed to resolve the individual melamine 

molecules within a pair (see figure 4.18). This suggested that perhaps the melamines must be 

accommodated further apart in order to produce distinct STM images. 

Figure 4.18: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.719eV (calculated).  
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4.9.3. Structural Simulation 3 

As the previous structure had been so energetically favourable a series of variations were 

made of it. The first one consisted of angling the molecule with the plane of the melamine 

~30
o
 to the vertical. This produced a structure that was ~20meV more energetically 

favourable. It also produced a simulated STM image that was very similar to the 

experimental one (see figure 4.19). A number of hydrogen atoms were found to be placed 

relatively close to nitrogen atoms in adjacent molecules (2.4Å – 2.6Å). Although slightly 

longer than the average hydrogen bond, this may have contributed to the overall stability of 

this structure. 

 

Figure 4.19: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.742eV (calculated).  

 

 

4.9.4. Structural Simulation 4 

This simulation investigated the possibility of further angling of the molecules by placing the 

cyclic plane of the melamine ~60
o
 to the vertical. However, the final relaxed structure was 

almost identical to structural simulation 3. This further suggested that there is a strong 

tendency for melamine to be angled with its cyclic plane ~30
o
 to the vertical. 

a) b) c) 
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Figure 4.20: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.745eV (calculated). 

 

 

4.9.5. Structural Simulation 4 ˗ Minus Hydrogen ˗ Tautomer 1 

This is a further investigation of this highly stable arrangement. Due to the stability of some 

single deprotonated melamine structures a single deprotonated arrangement was simulated. 

Although this simulation was highly stable, the simulated STM image did not correspond 

well with the experimental one. It is difficult to accurately measure the energy of 

deprotonation and so, although a plausible structure, it is not as likely to form as structural 

simulation 4. 

Figure 4.21: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.751eV (calculated).  
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4.9.6. Structural Simulation 4 ˗ Minus Hydrogen ˗ Tautomer 2 

Another investigation of this highly stable arrangement involved placing one of the tautomer 

configurations of melamine in the arrangement of simulation 4. However, not only was this 

simulation was not very stable (see figure 4.22) but the simulated STM image did not 

correspond as well with the experimental one.  

 

Figure 4.22: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.103eV (calculated).  

 

 

4.9.7. Structural Simulation 5 

As simulation 4 was so stable several more variations of this structure were simulated. This 

structure investigated the possibility that the melamine was more rotated about the z˗axis. 

Two of the rows were rotated ~10
o
 clockwise and two of the rows rotated ~10

o
 anti˗clockwise 

(see figure 4.23). However, this produced a slightly less energetically favourable structure. 

Also, the simulated STM image produced less well defined bright spots.  
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Figure 4.23: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.663eV (calculated).  

 

 

4.9.8. Structural Simulation 6 

This simulation was an attempt to further modify the previous simulation. This involved 

rotating the melamine molecules around the z˗axis in the opposite direction (see figure 4.23). 

The simulation was also started with the cyclic plane of the melamine at ~60
o
 to the vertical 

(z˗axis). The reason for this was to attempt to investigate if hydrogen bonding occurred 

between the adjacent melamine rows. The simulation, as expected, relaxed the melamine 

molecules to a similar angle as in the previous simulation (see figure 4.23). However, this 

structure now contained some hydrogen bonding in˗between some of the melamine on the 

same row (see 4.24c). This was reflected in the increased stability of this structure. However, 

the STM simulation contained blurring between the melamine molecules on the same row 

(see figure 4.24a and 4.24b) and adjacent rows were arranged angled to one another. 
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Figure 4.24: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.733eV (calculated).  

 

 

4.9.9. Structural Simulation 7 

This simulation was an attempt to align the bright spots on the simulated STM image (see 

figure 4.25). This was done by shifting the melamine rows by ±0.25 lattice spacings in the 

opposite directions. However, the melamine simply relaxed back to almost exactly the same 

structure as before. 

Figure 4.25 Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. Here 

Vt = ˗0.3 V and ΔETot = ˗1.733eV (calculated).  
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4.9.10. Structural Simulation 8 

This simulation investigated what would happen if the melamine was placed aligned parallel 

to the [110] direction (see figure 4.26). The melamine was also angled at ~30
o
 to the vertical 

with each adjacent row angled inward. It was believed that there may be some hydrogen 

bonding in˗between the rows so, if there was, this simulation should relax towards a stable 

structure containing them. This structure did indeed relax to a structure containing hydrogen 

bonds. It did this by angling one row by ~45
o
 to the vertical and the other row was almost 

upright to the surface. Both the melamine rows were rotated by ~10
o
 in the same direction 

about the z˗axis. Although this relaxed to a very stable structure the simulated STM image 

bore little resemblance to the experimental images.  

 

Figure 4.26 Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. Here 

Vt = ˗0.3 V and ΔETot = ˗1.740eV (calculated).  

 

 

4.9.11. Structural Simulation 9 

This was another potential arrangement. This time the melamine was angled so that the cyclic 

plane of the molecule was ~20
o
 to the [110] direction of the crystal. However, the 

stabilisation energy was low and the simulated STM bore little relation to the experimental 

one (see figure 4.27). 
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Figure 4.27 Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. Here 

Vt = ˗0.3 V and ΔETot = ˗1.408eV (calculated). 

 

 

4.9.12. Structural Simulation 10 

This simulation produced a very stable structure and the simulated STM was in reasonably 

good agreement with the experimental one. On top of this, during relaxation the final 

configuration changed radically from the original one (see figure 4.28). 

Figure 4.28 Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. Here 

Vt = ˗0.3 V and ΔETot = ˗1.700eV (calculated). 
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4.9.13. Structural Simulation 11 

This simulation was very similar to Simulation 4. Again, it changed radically from the 

original one and produced a configuration of high stability and an STM that was in good 

agreement with the experimental one (see figure 4.29). Interestingly, the final configuration 

of this simulation was almost identical to simulation 10. The only difference was that it was a 

reflection of it in the x˗direction. 

Figure 4.29: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.704eV (calculated).  

 

 

4.9.14. Structural Simulation 11 – Minus Hydrogen – Tautomer 1 

Due to the stability of the previous two simulations some variations of it, where some of the 

NH2 group hydrogens were removed (i.e. a single deprotonated melamine) from each of the 

(four) melamine molecules were done. Although the stability of these simulations was high 

the correspondence to the experimental STM images was low (see figure 4.30). In this 

version alternating hydrogens were removed from each adjacent row. 
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Figure 4.30: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.917eV (calculated). 

  

 

4.9.15. Structural Simulation 11 – Minus Hydrogen – Tautomer 2 

This structure corresponds to the second variation of the single deprotonated melamine. This 

time the same hydrogen was removed from each adjacent row. On the next two adjacent rows 

a different NH2 hydrogen was removed. Again, the stability was high but the correspondence 

to the experimental STM images was low (see figure 4.31). 

Figure 4.31: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.904eV (calculated).  
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4.9.16. Structural Simulation 11 – Minus Hydrogen – Tautomer 3 

This structure corresponds to the third variation of the single deprotonated melamine. This 

time the same hydrogen was removed from each adjacent row. Again, the stability was high 

but the correspondence to the experimental STM images was low (see figure 4.32). 

Figure 4.32: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.943eV (calculated).  

 

 

4.9.17. Structural Simulation 12 

This simulation converged to a reasonably stable structure, however, the STM image did not 

correspond well to experimental data. This simulation seemed to suggest that the melamine 

rows were angled in the same direction (see figure 4.33). 
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Figure 4.33: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.683eV (calculated).  

 

 

4.9.18. Structural Simulation 13 

This simulation was the most unstable and involved aligning the melamine with the [001] 

axis of the crystal. The STM simulation bore little resemblance to the experimental one. 

However, it did serve to further illustrate that the molecule was most likely bonded with a 

nitrogen directly over (or close to) an upper Cu row atom and angled with the axis of the 

molecule aligned with the [110] direction of the crystal (see figure 4.34).  

 

Figure 4.34: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.306eV (calculated). 
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4.9.19. Structural Simulation 14 

This simulation relaxed to a structure where one row of melamine was slightly more upright 

than the other (see figure 4.35). This resulted in an STM simulation that was very similar to 

the experimental one except the more upright row of melamine molecules appeared to be 

much brighter than the other. This was not observed in the experimental data. Also, the 

stability of this simulation was relatively poor. 

Figure 4.35: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.496eV (calculated).  

 

 

4.9.20. Structural Simulation 15 

This simulation was an attempt to improve on the previous simulation (Simulation 14). As 

the previous simulation had produced a simulated STM in good agreement with the 

experimental one some variations of it were simulated. The row which contained the bright 

spots on the STM was reflected and moved to the other part of the unit cell. However, the 

structure did not relax to an energetically favourable structure (see figure 4.36). Also, the 

simulated STM did not particularly resemble the experimental one. However, the bright spots 

were all well separated and of approximately the same size like the experimental one. This 

suggested that the angling and spacing of the melamine was correct. However, the overall 

arrangement was not. 
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Figure 4.36: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.468eV (calculated).  

 

 

4.9.21. Structural Simulation 16 

The previous structure was rearranged in order to space out the melamine more (see figure 

4.37). This simulation did not relax to a particularly energetically favourable structure. This is 

perhaps surprising as some of the distances of hydrogens from adjacent nitrogens suggested 

that this structure contained some hydrogen bonding. The simulated STM gave well˗spaced 

bright spots of even intensity but the overall arrangement did not correspond well to the 

experimental data. This simulation, and the previous two also suggested that the melamine 

was arranged with the molecules all at approximately the same orientation to the surface as 

the more the plane of the molecule was aligned with the surface the less the intensity of the 

image produced when STM simulated.  
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Figure 4.37: Four melamine molecules bonded to Cu(110) surface on the (6x2) unit cell. 

Here Vt = ˗0.3 V and ΔETot = ˗1.433eV (calculated).  

 

 

4.9.22. Structural Simulation 17 

This structure was somewhat of a departure from previous models and investigated the 

possibility that the melamine formed a “bi˗layer” on the surface. Bi˗layers have been 

observed previously and so this arrangement was studied for completeness. However, the 

stability of this structure was very poor (ΔETot = ˗1.417eV) and the simulated STM did not 

correspond at all well with the experimental one and is not shown here for that reason. 

 

 

4.10. Conclusions – Part 2 

 

Many different configurations and arrangements of melamine on Cu(110) were tried. It seems 

clear that, from a purely energetic point of view, that structural simulation 4 is the most likely 

candidate for the room temperature arrangement. Also, when simulated STM images are 

produced, a reasonably good match with experimental data is obtained. It therefore seems 

reasonable to assume that structural simulation 4 (see figure 4.20) is the most likely candidate 

for the room temperature structure of melamine bonded to Cu(110). 

The results of the previous simulations of melamine molecules adsorbed on Cu(110) in 

various different orientations and tautomers in a C(6x2) unit cell are summarised in table 4.3. 
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Figure Number Molecular Simulation * Energy of Structure (eV) 

4.17 1 1.638 

4.18 2 1.719 

4.19 3 1.742 

4.20 4 1.745 

4.21 4 - 1xH -Tautomer 1 1.751 

4.22 4 - 1xH -Tautomer 2 1.103 

4.23 5 1.663 

4.24 6 1.733 

4.25 7 1.733 

4.26 8 1.740 

4.27 9 1.408 

4.28 10 1.700 

4.29 11 1.704 

4.30 11 - 1xH -Tautomer 1 1.917 

4.31 11 - 1xH -Tautomer 2 1.904 

4.32 11 - 1xH -Tautomer 3 1.943 

4.33 12 1.683 

4.34 13 1.306 

4.35 14 1.496 

4.36 15 1.468 

4.37 16 1.433 

NA 17 1.417 

 

Table 4.3: This is a summary of all the energies of the previous simulations of various 

different arrangements and tautomers of melamine in a C(6x2) unit cell on Cu(110). 

* - The molecular orientation code corresponds to the simulation number (see the relevant 

figure for more information). The nxH corresponds to the number of protons removed from 

the melamine. Finally tautomers 1, 2 and 3 correspond to various different tautomers. 

 

 



 

159 

 

4.11. Bibliography 

 

[1] J. V. Barth, G. Costantini, K.Kern. “Engineering Atomic and Molecular 

Nanostructures at Surfaces.” Nature 2005, 437(7059), 671˗679. 

[2] J. V. Barth. “Molecular Architectonic on Metal Surfaces.” Annu. Rev. Phys. Chem. 

2007, 58, 375˗407. 

[3] S. M. Barlow, R. Raval. “Complex Organic Molecules at Metal Surfaces: Bonding, 

Organisation and Chirality.” Surf. Sci. Rep. 2003, 50(6˗8), 201˗341. 

[4] L. M. A. Perdigão, E. W. Perkins, J. Ma. “Bimolecular Networks and Supramolecular 

Traps on Au(111).” J. Phys. Chem. B 2006, 110(25), 12539˗12542. 

[5] S. Pan, Q. Fu, T. Huang. “Design and Control of Electron Transport Properties of 

Single Molecules.” PNAS 2009, 106(36), 15259˗15263. 

[6] S. Jensen, H. Früchtl, C. J. Baddeley. “Coupling of Triamines with Diisocyanates on 

Au(111) Leads to the Formation of Polyurea Networks.” J. Am. Chem. Soc. 2009, 

131(46), 16706˗16713. 

[7] F. Silly, A. Q. Shaw, M. R. Castell. “Melamine Structures on the Au(111) Surface.” J. 

Phys. Chem. C 2008, 112(30), 11476˗11480 

[8] M. Sassi, V. Oison, J. Debierre. “First Principle Study of a Bimolecular Thin Film on 

Ag(111) Surface.” Surface Science 2008, 602(17), 2856˗2862. 

[9] M. Mura, N. Martsinovich,  L. Kantorovich. “Theoretical Study of Melamine 

Superstructures and their Interactions with the Au(111) Surface.” Nanotechnology 

2008, 19(46), 465704 (14pp). 

[10] Hai˗Ming Zhang, Zhao˗Xiong Xie, La˗Sheng Long. “One˗Step Preparation of 

Large˗Scale Self˗Assembled Monolayers of Cyanuric Acid and Melamine 

Supramolecular Species on Au(111) Surfaces.” J. Phys. Chem. C 2008, 112(11),   

4209˗4218. 

[11] C. H. Schmitz, J. Ikonomov, M. Sokolowski. “Two Commensurate Hydrogen˗Bonded 

Monolayer Structures of Melamine on Ag(111).” Surface Science 2011, 605(1˗2), 1˗6. 

[12] L. M. A. Perdigão, G. N. Fontes, B. L. Rogers. “Coadsorbed NTCDI˗Melamine Mixed 

Phases on Ag˗Si(111).” Physical Review B 2007, 76(24), 245402. 



160 

 

[13] C. Bombis, N. Kalashnyk, W. Xu. “Hydrogen˗Bonded Molecular Networks of 

Melamine and Cyanuric Acid on Thin Films of NaCl On Au(111).” Small 2009, 5(19), 

2177˗2182. 

[14] S. Bizzari, K. Yokose. “Chemical Economics Handbook” 2008. 

[15] C. T. Seto, G. M. Whitesides. “Self˗Assembly Based on the Cyanuric Acid˗Melamine 

Lattice.” Journal of the American Chemical Society 1990, 112(17), 6409˗6411. 

[16] G. M. Whitesides, J. P. Mathias, C. T. Seto. “Molecular Self˗Assembly and 

Nanochemistry: A Chemical Strategy for the Synthesis of Nanostructures.” Science 

1991, 254(5036), 1312˗1319. 

[17] X. Li, D. N. Chin, G. M. Whitesides. “Synthesis and Evaluation of Thioether˗Based 

Tris˗Melamines as Components of Self˗Assembled Aggregates Based on the CA·M 

Lattice” Journal of Organic Chemistry 1996, 61(5), 1779˗1786. 

[18] M. G. J. Cate ten et al. “Self˗Assembly and Stability of Double Rosette Nanostructures 

with Biological Functionalities.” Organic & Biomolecular Chemistry 2005, 3(20), 

3727˗3733. 

[19] A. G. Bielejewska, C. E. Marjo, L. J. Prins. “Thermodynamic Stabilities of Linear and 

Crinkled Tapes and Cyclic Rosettes in Melamine˗Cyanurate Assemblies: A Model 

Description.” Journal of the American Chemical Society 2001, 123(31), 7518˗7533. 

[20] S. Yagai, Y. Monma, N. Kawauchi. “Supramolecular Nanoribbons and Nanoropes 

Generated from Hydrogen˗Bonded Supramolecular Polymers Containing Perylene 

Bisimide Chromophores.” Organic Letters 2007, 9(6), 1137˗1140. 

[21] J. Barberá, L. Puig, P. Romero. “Propeller˗Like Hydrogen˗Bonded Banana˗Melamine 

Complexes Inducing Helical Supramolecular Organizations.” Journal of the American 

Chemical Society 2006, 128(13), 4487˗4492. 

[22] J. M. Kerckhoffs, M. G. J. Ten Gate, M. A. Mateos˗Timoneda. “Selective                

Self˗Organization of Guest Molecules in Self˗Assembled Molecular Boxes.” Journal of 

the American Chemical Society 2005, 127, 12697˗12708. 

[23] R. Thomas, G. U. Kulkarni. “A Hydrogen˗Bonded Channel Structure Formed by a 

Complex of Uracil and Melamine.” Beilstein Journal of Organic Chemistry 2007, 3, 

17˗21. 

[24] A. Saha, S. Manna, A.K. Nandi. “A Mechanistic Approach on the Self˗Organization of 

the Two˗Component Thermoreversible Hydrogel of Riboflavin and Melamine.” 

Langmuir 2007, 23(26), 13126˗13135. 



 

161 

 

[25] T. Kawasaki, M. Tokuhiro, N. Kimizuka. “Hierarchical Self˗Assembly of Chiral 

Complementary Hydrogen˗Bond Networks In Water: Reconstitution of Supramolecular 

Membranes.” Journal of the American Chemical Society 2001, 123(28), 6792˗6800. 

[26] J. C. MacDonald, G. M. Whitesides. “Solid˗State Structures of Hydrogen˗Bonded 

Tapes Based on Cyclic Secondary Diamides.” Chemical Reviews 1994, 94(8),      

2383˗2420. 

[27] E. W. Hughes. “The Crystal Structure of Melamine.” Journal of the American 

Chemical Society 1941, 63, 1737˗1752. 

[28] I. M. Klotz, T. Askounis. “Absorption Spectra and Tautomerism of Cyanuric Acid, 

Melamine and Some Related Compounds.” Journal of the American Chemical Society 

1947, 69(4), 801˗803. 

[29] M. Ito. “The Raman Spectrum of Cyanuric Acid.” Bulletin of the Chemical Society of 

Japan 1953, 26(6), 339˗341. 

[30] M. Arduin, M. Crego˗Calama, P. Timmerman. “A Novel Type of Hydrogen˗Bonded 

Assemblies Based on the Melamine·Cyanuric Acid Motif.” Journal of Organic 

Chemistry 2003, 68, 1097˗1106. 

[31] C. F. Cullis, M. M. Hirschler. “Experimental Techniques for the Combustion of Fuels 

of Low Volatility and High Reactivity.” Symposium (International) on Combustion 

1981, 18(1), 1575˗1582. 

[32] W. C. Kuryla, A. J. Papa. “Flame Retardancy of Polymeric Materials.” 1973˗1979,       

Vol. 1˗5. 

[33] H. R. Allcock, F. W. Lampe. “Contemporary Polymer Chemistry.” 1981, Prentice 

Hall, New Jersey. 

[34] R. B. Seymour, C. E. Carraher. “Giant Molecules.” 1990, Wiley, New York. 

[35] J.K. Sears, J. R. Darby. “The Technology of Plasticizers.” 1982, Wiley, New York. 

[36] W. W. Reynolds. “Physical Chemistry of Petroleum Solvents.” 1963, Reinhold, New 

York. 

[37] C. G. Roffey. “Photopolymerization of Surface Coatings.” 1982, Wiley, New York. 

[38] J. W. Nicholson. “The Chemistry of Polymers.” The Royal Society of Chemistry, 

Cambridge, 1991. 

[39] M. Bicher, C. Guran, I. Jitane. “Contributions to the Coordinative Chemistry of 

S˗Triazines. Part 7. Cu(Ii) Complex˗Compounds with Melamine.” Rev. Roum. Chim. 

1994, 39(10), 1203˗1207. 



162 

 

[40] J. P. Mathias, C. T. Seto, E. E. Simmanek, G. M. Whitesides. “Self˗Assembly Through 

Hydrogen Bonding: Preparation and Characterization of Three New Types of 

Supramolecular Aggregates Based on Parallel Cyclic CA3·˗M3"” J. Am. Chem. Soc. 

1994, 116(5), 1725. 

[41] J. A. Zerkowski, J. C. MacDonald, G. M. Whitesides. “Investigations into the 

Robustness of Secondary and Tertiary Architecture of Hydrogen˗Bonded Crystalline 

Tapes.” Chem. Mater. 1994, 6(8), 1250. 

[42] M. M. Chowdhry, D. Mingos, A. White, D. J. Williams. “Novel Supramolecular 

Self˗Assembly of a Transition˗Metal Organo Network Based on Simultaneous 

Coordinate˗ and Hydrogen˗Bond Interactions.” Chem. Commun. 1996, 8, 899˗900. 

[43] W. J. Jones, W. Orville˗Thomas. “The Infra˗Red Spectrum and Structure of 

Melamine.” Transac. Far. Soc. 1959, 55, 203˗210. 

[44] E. G. Cox, G. A. Jeffrey. “Order Length Relationships for Pi˗Bonds in Heteronuclear 

Molecules.” Proc. Roy. Soc. A 1951, 207(1088), 110˗121. 

[45] H. O. Jenkins “Bond Order ˗ Length Relationships.” J. Am. Chem. Soc. 1955, 77(11), 

3168˗3169. 

[46] T. H. Goodwin, A. L. Porte. “Calculated Bond Lengths in Some Cyclic Compounds. 

Part 4. Pteridine and Melamine and a Correlation Curve for C˗N Bonds.” J. Chem. 

Soc, 1956, 3595. 

[47] Y. L Wang, A. M. Mebel, C. J. Wu. “IR Spectroscopy and Theoretical Vibrational 

Calculation of the Melamine Molecule.” J. Chem. Soc. 1997, Faraday Trans., 93(19), 

3445˗3451. 

[48] W. Sawodny, K. Niedenzu, J. W. Dawson. “Vibrational Spectrum and Assignment of 

Normal Vibrations of Melamine.” J. Chem. Phys. 1966, 45(8), 3155. 

[49] D. Goodgame, I. Hussain, A. White. “Synthesis and Structure of a Copper(II) 

Melamine Complex, [Cu(C3H6N6)(Mu˗OCH3)(ONO2)(HOCH3)](2), with Direct 

Cu˗Melamine Coordination .” J. Chem. Soc. 1999, 17, 2899˗2900. 

[50] A. McNutt. “Structural Studies of the Adsorption of the Nucleic Acid Bases on 

Cu(110).” PhD thesis, University of Liverpool, 2002. 

 

 

 

 



 

163 

 

5. Chapter Five ˗ Summary and 

Conclusions 

 

The simulations presented in this thesis were carried out in order to gain an understanding of 

the organisation of thymine and melamine on a Cu(110) surface. The TPD data resulted in 

knowledge about whether or not either of the molecules deprotonated and, if so, at what 

temperature. The RAIRS data resulted in knowledge about what orientations were and 

weren’t possible for either molecule. The LEED data resulted in knowledge about what 

long−range repeating structures occurred as well as their nature. The XPS data for the 

thymine resulted in a detailed image of how the thymine molecules orientated on the Cu(110) 

surface. The DFT produced accurate information on the stability of each of the systems 

modelled as well as information on how the molecules bond to the surface. This powerful 

range of surface science techniques has provided complimentary information in order to 

construct a detailed understanding of the system. However, as useful as these techniques 

were, it was the combination of simulated and experimental STM images which finally 

resulted in confirmation of the accuracy of our proposed models. This knowledge has resulted 

in a reliable description of the chemical form, geometry, bonding points to the surface for 

each molecule in addition to the intermolecular forces that stabilise organisation. 

Chapter 3 focuses exclusively upon how thymine bonds to Cu(110). The two phases that 

were observed display different characteristics. The room temperature phase does not seem to 

demonstrate any chirality. It seems to form due to delocalised π−electrons from the cyclic 

ring structure in the thymine molecules. These delocalised electrons overlap and form a 

structure that is more stable and thus the bonding of adjacent thymine molecules along the 

same row is most likely a combination of π−stacking and van der Waals interactions. The 

question as to why these rows form at the separation they do is less clear. However, the 

spacing of two Cu rows between each adjacent row does seem to suggest that the surface 

plays an integral role in this. Analysis of the cell size versus adsorption energy shown in 

figure 3.14 seemed to suggest that there was a kinetic barrier in-between the rows and the 

only thing that could have reasonably caused this was the surface as the rows are too far from 

each other to feel any electrostatic repulsion. The spots observed in-between these rows that 

seem to repeat every 4 rows are still unexplained. Investigations into variations in the bias 
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voltage and tunnelling current (see figures 3.20 to 3.28) seemed to suggest that these were 

caused by the methyl group. However, they did not explain why they occurred with the 

periodicity that they did. 

Chapter 3 then goes on to describe the higher temperature phase that then occurs. As to why 

the high temperature phase forms in the way that it does is less clear. It demonstrates a 

distinct chiral behaviour with double strands occurring at approximately the same orientation 

to the surface with no preference for location. Although the method of formation cannot be 

deduced from our methodology it is possible to speculate that the angled nature of our 

structures allows the Cu surface to maintain a stable form that it could not do in the lower 

temperature structure. It is obvious that an activation barrier of some sort must be surmounted 

and that it is only more stable than the lower temperature structure in this double stranded 

form. Although a more stable high temperature structure than the lower temperature phase 

was found it is still not clear exactly why the structure angles relative to the surface in the 

way it does nor why it forms a double strand. DFT calculations do confirm that isolated 

double strands are the most stable (see figures 3.42-3.43) but they do not explain the exact 

nature of why. However, the simulated STM images of these two structures does match very 

well the experimental ones with one of the rows being of a slightly more zig-zag nature than 

the other. 

Chapter 4 goes on to use similar techniques to analyse a completely different molecule, 

namely melamine. Only a room temperature structure was discussed and this time the 

structure was 2D in nature. Before the DFT analysis was carried out as much experimental 

data as possible was gathered. RAIRS, LEED, TPD and STM experimental data was 

carefully scrutinised and analysed. Although this data did seem to suggest a predominantly 

upright structure it was still not clear exactly how it bonded to the Cu surface. Nor was it 

impossible that the melamine either deprotonated or tautomerised. Many different potential 

structures were modelled using our methodology of combining both a stable structure as well 

as a simulated STM image similar to our experimental one. The Tersoff-Haman technique, 

although relatively simple in nature, has proven to be highly reliable in previous studies. 

Many different simulations were conducted; however, only two (almost identical) structures 

produced both a stable structure as well as a similar simulated STM to the experimental one 

(see figures 3.19-3.20). Various tautomers were also considered but none produced a 

simulated STM image that resembled the experimental one. 
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To conclude, the work presented in this thesis clearly demonstrates the role of surfaces in 

directing unusual molecular arrangements. Although it is impossible to predict how different 

molecules will arrange on the surface it is now possible, utilising the very latest 

developments in experimental and theoretical techniques to formulate a cohesive argument as 

to how and why different molecules may arrange themselves into the structures that they do 

on different surfaces. The random motions exhibited by these molecules at various different 

temperatures allow them to interact and to then find a stable kinetic structure. It is also 

possible to control this temperature to decide which structure will form. 

Finally, this thesis has clearly demonstrated the importance that van der Waals interactions 

play in self-assembled structures on surfaces. Only recently has it become possible to 

accurately model these, relatively weak, intermolecular interactions. Although it was 

suspected that these interactions may play a role in self-assembled structures on surfaces it 

was thought that hydrogen bonds as well as π−stacking were the primary forces responsible 

for deciding how these, relatively small, molecules would bond together on a surface. The 

result is all the more surprising in the fact that both the molecules in question contain atomic 

groups in positions that could quite readily form hydrogen bonds and, in the case of thymine, 

do so in every living thing on our planet. 

 

 

 

 

 

 

 

 

 


